	Sample
	Control
	Percentage%
	Drought Stressed
	Percentage%

	Leave at tillering stage
	19511
	39.2
	20178
	40.5

	Root at tillering stage
	21569
	43.3
	21596
	43.3

	Leave at panicle elongation stage
	19272
	38.7
	19524
	39.2

	Root at panicle elongation stage
	21663
	43.5
	20489
	41.1

	Leave at booting stage
	18976
	38.1
	20911
	41.9

	Panicle at booting stage
	23158
	46.5
	23068
	46.3


Additional file 2. Total number of genes expressed in different sample under control and drought stressed condition
