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Figure 3: Distribution of mallard SNPs uniquely mapped on the chicken 
genome. 

In blue are mallard SNPs with a unique mapping position to the chicken genome (see 
text for mapping algorithms). Mapped SNPs that were selected for genotyping are in 
red. On the X-axis, the chicken genome in 400 kb intervals. On the Y-axis, the 
frequency (0-15) of mapped mallard SNPs for a specific chicken genome interval is 
given. 

Figure 4: Genotyping minor allele frequency and heterozygosity distributions  

Validation of the d-Shared subset involved genotyping of 384 selected SNPs on 765 
ducks including the nine mallards that made up the SNP discovery panel. Minor allele 
frequency (MAF) and heterozygosity of SNPs were calculated for the discovery panel 
as well as for the whole set of genotyped ducks. 


