	Names
	Sequences
	Target gene
	Target protein

	t0002967
	UUGAGCCGCGUCAAUAUCUCC
	GRMZM2G545615
	unknown

	ctr-miR171
	UUGAGCCGCGUCAAUAUCUCC
	No[1]
	

	
	
	
	

	t0004555
	UGAUAGAAGAGAGUGAGCAC
	GRMZM2G3-9--6
	hypothetical protein

	ath-miR156a
	UGACAGAAGAGAGUGAGCAC
	At5g43270
	SBP[2]

	
	
	
	

	t0053880
	UCGGACCAGGCUUCAUUCCCCG
	GRMZM2G-96372
	hypothetical protein 

	ctr-miR166
	UCGGACCAGGCUUCAUUCCCCC
	5509 (3)
	HD-ZIP protein

	
	
	
	

	t0062267
	UUGAUAGAAGAGAGUGAGCAC
	GRMZM2G551565
	unknown

	ahy-miR156c
	UUGACAGAAGAGAGAGAGCAC
	ES767441
	Squamosa promoter-binding protein[3]

	
	
	
	

	t0076933
	AGACUUAGGAACGGAGGGAGU
	No
	

	osa-miR1436
	ACAUUAUGGGACGGAGGGAGU
	Os03g26190(3); 
	hypothetical proteins[4]

	
	
	
	

	t0137133
	UGAAACUGUCACAGCAUGAUCUA
	No
	

	ath-miR167a
	UGAAGCUGCCAG - - CAUGAUCUA
	At5g37020
	ARF[2]

	
	
	
	

	t0207061
	UUGAGCCGCGUCAAUAUCUC -
	
	

	ctr-miR171
	UUGAGCCGCGUCAAUAUCUCC
	
	

	
	
	
	

	t0448353
	- CGGACCAGGCUUCAUUCCCCG
	
	

	ctr-miR166
	UCGGACCAGGCUUCAUUCCCCC
	
	

	
	
	
	

	t0511822
	- - GAGCCGCGUCAAUAUCUCC
	
	

	ctr-miR171
	UUGAGCCGCGUCAAUAUCUCC
	
	

	
	
	
	

	t0724812
	UCGAAAGGGAUUGGAGGGGAU
	No
	

	gma-miR2119
	UCAAAGGGAGUUGUAGGGGAA
	171648484
	Peptidyl-prolyl cis-trans isomerase[5]
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