Additional file 1: Number of gene predictions on each Pt EST/unigene sequence in the set not previously called by the Pgt-trained 4th order model
	# of genes predicted
	1
	2
	≥3
	0
	Total

	# of unigene fragments
	2299
	1060
	234
	1757
	5350

	# of predictions
	2299
	2120
	737
	-
	5156

	# of predictions with length <150 nt
	1436
	1484
	581
	-
	3501


