Additional file 3. Statistics of frameshifts predicted by GeneTack in Pt ESTs with genes called in the same strand by GeneMarkS with the 4th order model (see Fig. 1)
	Initial data
	GeneTack results

	# of predicted genes
	Total # of ESTs
	# ESTs with all genes located on the same strand
	Total # of ESTs analyzed by GeneTack
	# of ESTs with no frameshift predicted
	# of ESTs with one frameshift predicted

	1
	3334
	3334
	3018
	2302
	588

	2
	1465
	768
	721
	310
	279

	3
	340
	111
	100
	32
	32

	4
	61
	8
	8
	1
	4

	5
	10
	2
	2
	0
	1

	6
	13
	2
	2
	0
	1

	7
	1
	0
	0
	0
	0

	8
	0
	0
	0
	0
	0

	9
	2
	0
	0
	0
	0

	Total
	5226
	4225
	3851
	2645
	905


