Fa

Clostridium sp.

Restriction Enzyme (Bfal} digestion fragments (nucleotides, nts)
146

C.p 813 m| 154 | w 378 L] [ [ 160 w|162 | m |68 | m | 126 | m
C. colicanis 9/9 m |65 | m 378 n 29 n 146 [ 157 m 163 | m |68 | m | 126 | m
C. chauvoei 6/8 [ 378 |29 | m 146 [ | m | w|163 | m |68 | m | 126 | m
C. botuli 9/128 . 378 m (29w 147 . 158 . 232 w126 [ =
C. novyi 1517 . 378 w29 [ m 146 . 158 . 231 w126 | =
C. tetani 7/8 u 378 29 [ m 146 » 158 . 231 w126 | =
C. acetobutylicum | 4/24 . 378 w29 [ m 146 . 159 w161 [m [68 [ m | 126 | =
C. beijerinckii 19/23 . 378 w29 [ m 146 u 159 w161 |m [68 | m | 126 | m
C. butyricum 31/32 = 378 =29 | = 146 = 159 w164 [ m [68 [m [ 126 | =
C. botuli 34/128 . 378 m[29 [ m 146 . 159 w163 | m [68 [ m | 126 | m
C. sub ! 8/8 . 378 w29 [ m 146 . 160 w161 |m [68 [ m | 126 | m
C. sardini 8/9 . 378 w29 [ m 146 u 158 w163 |mw [68 [ m | 126 | m
C. perfringens 84/92 . 378 m[29 [ m 146 . 321 . 194 .
C. kluyveri 14/14 . 378 w29 [ m 146 » 517 .
C. baratii 7/8 u 407 w|82[u][64|m 157 w163 [m [68 [ [ 126 [ m
C. acetobutylicum | 16/24 " 146 . 160 w164 | m [ 68 | mw | 126 | m
C. botuli 27/128 » 378 m[29 [ m 146 . 185 u 331

C. sporogenes 911 ] 378 |29 | m 146 ] 185 ] 331

C. botuli 57/128 » [m]20] u] w29 146 n 185 » 331

°Frequency of organisms showing this R.E. digestion pattern.

Symbol (Filled square) indicates RE site in the 16S rDNA sequences.




