Clostridium sp.

FI

Restriction Enzyme (Haelll} digestion fragments (nucleotides, nts)

C. chauvoei 68 s | 78 " [

C. colicani 9/9 L] 22 [ 573 - 312 [ w [ 144 [

C. botulinum 32128 |w | 78 " u 572 . 456 .

C. butyricum a9/32 n m| 85 | m| 487 [ 457 [

C. butyricum 21/32 = = 572 [ 456 [

C. tobutylicum 624 L] 22 | m 572 [] 454 []

C. beijerinckii 18/23 L] 22 | m 572 [ 454 [

C. baratii 718 L] 22 | m 571 - 456 -

C. sardiniense 9/9 L] 22 | = 571 [] 456 []

C.b fi 79/128 L] 595 - 455 - 77 L]
C. sporog 7M1 L] 595 - 455 [ 77 [
C. tetani 8/8 s | 78 L] 594 [ 456 [ 77 [
C. b fi 4/128 L] 595 - 455 ]

C. pasteurianum 2/13 n 595 - 455 -

[ 7 813 . 595 . 455 " |71 = |7 |=
C.J um 213 . 595 . 105 [mw] 350 | m

C. subterminals 2/8 [u[44 [ = 107 [m [488 | = 454 . 77 .
C. suk I 4/8 = 107 | m | 488 = 456 [ 7 n
C. kluyveri 1414 |w | 78 . 1126 "
C. perfringens 63/92 | w44 |m [ 22 | m] 1104 .
C. perfri 24/92 [ w44 [m [22 [u]

C. acetobutyll 16/24 | m | 399 [=
C. botull 8128 u NA

C. novyi 17117 u NA

“Frequency of organisms showing this R.E. digestion pattern.

Symbol (Filled square) indicates RE site in the 16S rDNA sequences. NA indicates, not applicable.




