Table S5. Percentage of hypothetical CDSs with no COG classification in the core and accessory regulon of selected transcriptional regulators

	
	NolR
	NodD1
	FixJ
	NifA
	FixK
	ChvI
	Fur
	NesR
	NolR

	% hyp. CDSs over core regulon
	0.33
	0.38
	0.13
	0.19
	0.09
	0.22
	0.33
	0
	0.33

	% hyp. CDSs over accessory regulon
	0.66
	0.38
	0.45
	0.59
	0.53
	0.5
	0.83
	0
	0.67


