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Signal

peptide N-terminal domain

Region
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Primers — <~

MIS (629 bp) ASVPLYSLDSLPPLSLGVSSSETLLARLLNSSAPTLFSFPTQGSVLQOGHHGELSLOPALL
MIS (436 bp) ASVPLYSLDSLPPLSLGVSSSETLLARLLNSSAPTLEFSFPTQGSVLQGHHGELSLQOPALL

MIS (396 bp) ASVPLYSLDSLPPLSLGVSSSETLLARLLNSSAPTLFSFPTQGSVLOGHHGELSLQPALL
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MIS (629 bp) EVLRQRLEEVLVQMRAEEVGKAGMDRLRRLQELSVLPKESEEAPAGEQASM ¥
MIS (436 bp) EVLRORLEEVLVOMRAEEVGKAGMDRLRRLOELSVLPKEGEEAPAGVGSPSETQYPAPLS

MIS (396 bp) EVLRQRLEEVLVQMKALQTVVGAWDVEﬁGQEETﬁhGQK—DPGNQHLCRLHsLTVSLEKYL
kkkkkkkkkkkkkk K * % *

MIS (436 bp) AAQSHRVPGEIPAVSS*
MIS (396 bp) LSPPGATIYNCOQ

C.

MIS (396 bp) KALQTVVGAWDVERGORATRAGOKDPGNQHLCRLHSLTVSLEKYLLSPPGATIYNCQ
HM159473 KALQTVVGAWDVERGORATRAGOKDPGNQHLCRLHSLTVSLEKYLLSPPEATIYNCQ
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