243699

190820- 191423
150408- 149813

S.No. Clone ID/ Database E- Query Identity Nucleotide Accession no. / Nucleotide Description
Length in Searched value cover (%) position of length (bp) of position of
bp/Accessi age the query homologues in uncovered
on No. sequence bp sequence
1 pDp1/1331/ Btau_4.0 0.0 45% 95 730-1331 NW_001494496.2 980194- 980797 Bos taurus
AY940196.1 (mega blast) Bt29 WGA2180 4 chromosome 29
/ 1798093 genomic  contig,
reference
assembly (based
on Btau_4.0)
Features flanking
this part of subject
sequence:
241560 bp at 5'
side: polycomb
protein EED
13727 bp at 3
side:
phosphatidylinosit
ol-binding clathrin
assembly protein
Sequence present on multiple chromosomes
Nucleotide 0.0 45% 94 730-1331 AY944236.1/ 90253-90856 Bos taurus prion
collection 207929 45229-45830 preproprotein
(nr/nt) 51286-51889 (PRNP) and prion-
13678-13078 like protein doppel
99923-100396 preproprotein
10283-10752 (PRND) genes,
182753-183342 complete cds; and
103392-102813 RASSF2 gene,
138913-138355 complete
52505-52311 sequence
0.0 45% 94 730-1331 AJ871176/ 73112- 72510 Bos taurus
171712 59325- 59932 ABCG2 gene,
171411- 170808 PKD2 gene and
38560- 37959 SPP1 gene, clone
113334- 113906 RPCl42_5K14
122107- 122702
112853- 112458
116659- 116949
49549- 49264
4709- 4621
0.0 45% 95 730-1331 AY644517.5/ 82863- 83466 Bos taurus T cell

receptor gamma
cluster 1 (TCRG1)



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=60651644&dopt=GenBank&RID=55WVA5J301R&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/mapview/maps.cgi?maps=blast_set&db=ref_contig&na=1&gnl=ref%7CNW_001494496.2%7CBt29_WGA2180_4&gi=194679726&term=194679726%5Bgi%5D&taxid=9913&RID=38H8MUCC014&QUERY_NUMBER=1&log$=nuclalign
http://www.ncbi.nlm.nih.gov/mapview/maps.cgi?maps=blast_set&db=ref_contig&na=1&gnl=ref%7CNW_001494496.2%7CBt29_WGA2180_4&gi=194679726&term=194679726%5Bgi%5D&taxid=9913&RID=38H8MUCC014&QUERY_NUMBER=1&log$=nuclalign
http://www.ncbi.nlm.nih.gov/mapview/maps.cgi?maps=blast_set&db=ref_contig&na=1&gnl=ref%7CNW_001494496.2%7CBt29_WGA2180_4&gi=194679726&term=194679726%5Bgi%5D&taxid=9913&RID=38H8MUCC014&QUERY_NUMBER=1&log$=nuclalign
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194679726&db=Nucleotide&from=708308&to=738634&view=gbwithparts&RID=38H8MUCC014
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194679726&db=Nucleotide&from=708308&to=738634&view=gbwithparts&RID=38H8MUCC014
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194679726&db=Nucleotide&from=708308&to=738634&view=gbwithparts&RID=38H8MUCC014
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194679726&db=Nucleotide&from=994524&to=1061106&view=gbwithparts&RID=38H8MUCC014
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194679726&db=Nucleotide&from=994524&to=1061106&view=gbwithparts&RID=38H8MUCC014
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194679726&db=Nucleotide&from=994524&to=1061106&view=gbwithparts&RID=38H8MUCC014
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194679726&db=Nucleotide&from=994524&to=1061106&view=gbwithparts&RID=38H8MUCC014
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194679726&db=Nucleotide&from=994524&to=1061106&view=gbwithparts&RID=38H8MUCC014
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=62911998&dopt=GenBank&RID=55WVA5J301R&log$=nuclalign&blast_rank=2

102622- 102152
183784- 184376
111170- 111029
152660- 152726

gene, complete
sequence

0.0

45%

93

730-1331

AF060172/1139

338-942

Bos taurus repeat
region

0.0

45%

92

729-1331

AC147842.3/
139569

43134- 42530

Ovis aries clone
CH243-255B6,
complete
sequence

Reference
mMRNA
sequences
(refseq_rna)

0.0

45%

90

730-1331

NM_001103275.1/

2628

2532- 1926

Bos taurus acyl-
CoA thioesterase
11 (ACOT11),
mMRNA

2e-
127

26%

91

257-604

ref|INM_174654.2/

3504

2900-3249

Bos taurus solute
carrier organic
anion transporter
family, member
1A2 (SLCO1A2),
mRNA

pDp2/ 651/
AY873795.1

Btau_4.0
(mega blast)

0.0

99%

97

2-651

NW_001495040.2
Bt5 WGA568 4/

2175351

1545534-
1544884

Bos taurus
chromosome 5
genomic  contig,
reference
assembly (based
on Btau_4.0).
Features in this
part of subject
sequence:
protein
phosphatase  1H
(PP2C domain
containing)
isoform 2

Sequence present on multiple chromosomes

Nucleotide
collection
(nr/nt)

6e-69

68%

78

36-484

AC099791.2/
239704

169998- 170458

Homo sapiens
chromosome 1
clone RP11-
430G17, complete
sequence

le-61

67%

77

39-477

AC188548.5/
190240

106992- 106547

Canis  Familiaris
chromosome 12,



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=4335925&dopt=GenBank&RID=55Y910KE01S&log$=nuclalign&blast_rank=32
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=58200923&dopt=GenBank&RID=561KA9G001S&log$=nuclalign&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194667178&db=Nucleotide&from=1501164&to=1806726&view=gbwithparts&RID=2V96YNMZ01N
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194667178&db=Nucleotide&from=1501164&to=1806726&view=gbwithparts&RID=2V96YNMZ01N
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194667178&db=Nucleotide&from=1501164&to=1806726&view=gbwithparts&RID=2V96YNMZ01N
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194667178&db=Nucleotide&from=1501164&to=1806726&view=gbwithparts&RID=2V96YNMZ01N
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194667178&db=Nucleotide&from=1501164&to=1806726&view=gbwithparts&RID=2V96YNMZ01N

clone XX-511E22,
complete
sequence

6e-21

45%

69

117-413

AF136741.1/
530

214- 515

Bos taurus
L1IMC1-like repeat
region, complete
sequence

3e-37

52%

71

141-483

FN432136.1/
127420

66562-97170

Ovis aries pitx3
gene for paired-
like homeodomain
3, BAC clone
CH243-315122

Reference
mMRNA
sequences
(refseq_rna)

le-37

43%

e

109-394

XM_0011384271/
3182

3133- 2848

PREDICTED:Pan
troglodytes
vacuolar  protein
sorting 24,
transcript variant 3
(VPS24), mRNA

le-37

43%

e

109-394

NM 016079.2/
3174

3123-2838

Homo sapiens
vacuolar  protein
sorting 24
homolog
(S.cerevisiae)
(VPS24),
transcript  variant
1, mRNA

pDp3/603/
DQ020282.1

Btau_4.0
(mega blast)

0.0

99%

98

2-603

NW_001504011.1]

BtUn WGA36024/
44357

35042-35643

Bos taurus
genomic  contig,
reference
assembly (based
on Btau_4.0
ChrUn.004.1271)

0.0

99%

86

7-593

NW_001508692.2

BtX WGA2236_4/
391646

230121-229522

Bos taurus
chromosome X
genomic  contig,
reference
assembly (based
on Btau_4.0)
Features flanking
this part of subject
sequence:

36076 bp at 5
side: hypothetical
protein
LOC100302527



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=54144644&dopt=GenBank&RID=5AZRA0G501R&log$=nuclalign&blast_rank=2
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=65336310&dopt=GenBank&RID=5B09UAP9013&log$=nuclalign&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194680167&db=Nucleotide&from=193240&to=193446&view=gbwithparts&RID=38MZ1S6301P
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194680167&db=Nucleotide&from=193240&to=193446&view=gbwithparts&RID=38MZ1S6301P
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194680167&db=Nucleotide&from=193240&to=193446&view=gbwithparts&RID=38MZ1S6301P
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194680167&db=Nucleotide&from=193240&to=193446&view=gbwithparts&RID=38MZ1S6301P

54504 bp at 3
side: family with
sequence
similarity 127,
member A-like

de- 2% 86 12-447 reffNW_00310391 928476 Bos taurus breed
133 4.1/1620457 -928039 Hereford
chromosome 5
genomic scaffold,
alternate
assembly
Bos_taurus_UMD
_3.1, whole
genome shotgun
sequence.
features in this
part of subject
sequence:
PRKC apoptosis
WT1 regulator
protein-like.
Reference le-04 10% 79 125-187 NR_026974 1360-1423 Homo sapiens
mMRNA XR 041327 chromosome 8
sequences XR_041328/3250 open reading
(refseq_rna) frame 77
(C8orf77), non-
coding RNA
pDp4/339/ Btau_4.0 3e-80 50% 98 1-170 NW_001495461.2 289076- 289246 Bos taurus
DQ131586 (mega blast) Bt8 WGA920 4/ 703271- 703441 chromosome 8
1476140 1269801- genomic  contig,
1269631 reference
1258485- assembly (based
1258315 on Btau_4.0)
855919- 855749
1217125-
1217295
1210469-
1210639

396001- 396171
841365- 841535
1204853-
1204695
385942- 385780

Sequence present on multiple chromosomes



http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194680167&db=Nucleotide&from=284625&to=284966&view=gbwithparts&RID=38MZ1S6301P
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194680167&db=Nucleotide&from=284625&to=284966&view=gbwithparts&RID=38MZ1S6301P
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194680167&db=Nucleotide&from=284625&to=284966&view=gbwithparts&RID=38MZ1S6301P
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194680167&db=Nucleotide&from=284625&to=284966&view=gbwithparts&RID=38MZ1S6301P
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=194680167&db=Nucleotide&from=284625&to=284966&view=gbwithparts&RID=38MZ1S6301P
http://www.ncbi.nlm.nih.gov/mapview/maps.cgi?maps=blast_set&db=all_contig&na=1&gnl=ref%7CNW_003103914.1%7C&gi=269933203&term=269933203%5Bgi%5D&taxid=9913&RID=J8KGWS6U01N&QUERY_NUMBER=1&log$=nuclalign
http://www.ncbi.nlm.nih.gov/mapview/maps.cgi?maps=blast_set&db=all_contig&na=1&gnl=ref%7CNW_003103914.1%7C&gi=269933203&term=269933203%5Bgi%5D&taxid=9913&RID=J8KGWS6U01N&QUERY_NUMBER=1&log$=nuclalign
http://www.ncbi.nlm.nih.gov/nucleotide/269933203?report=gbwithparts&from=807653&to=930294&RID=J8KGWS6U01N
http://www.ncbi.nlm.nih.gov/nucleotide/269933203?report=gbwithparts&from=807653&to=930294&RID=J8KGWS6U01N
http://www.ncbi.nlm.nih.gov/nucleotide/269933203?report=gbwithparts&from=807653&to=930294&RID=J8KGWS6U01N

Nucleotide 1e-76 87% 97 1-170 AC149783.4/ 110423- 110253 Bos taurus BAC
Coﬂefion 205084 138412- 138245 CH240-3K17
(nw/nt) (Children's
Hospital Oakland
Research Institute
Bovine BAC
Library complete
sequence.
7e-69 59% 94 1-170 AC148245.3/ 126277- 126107 Ovis aries clone
1-170 153498 152716- 152546
1-170 77825- 77995 CH243-293L12,
1-170 122902- 123072 complete
1175 sos0 aror
1-170 10704- 10862
1-161 106525- 106621
73-169 105959- 106040
1-82 86492- 86524
167-199 6368- 6339
167-196 34943- 34911
167-199 6515- 6479
160-199 21672- 21636
86345- 86381
160-199 129399- 129435
160-199 24358- 24329
160-199 134277- 134248
168-197 26-94
168-197 95746- 95718
167-195 133200- 133236
171-199
160-199
Reference le-25 23% 93 90-170 NM_174654.2/ 2761-2841 Bos taurus solute
mRNA 3504 carrier organic
sequences anion transporter

(refseq_rna)

family, member
1A2 (SLCO1A2),
mMRNA

The “Percentage”, “E-value”, “Accession no.” and “Description” are taken from the highest relevant hit obtained from the BLAST query at NCBI database collection. The

databases consulted are MRNA, genomic nucleotide or Btau_4.0 references.

Additional File 1


http://www.ncbi.nlm.nih.gov/nucleotide/31341430?report=genbank&log$=nucltop&blast_rank=1&RID=2P3SRHCT01N%20/%20Show%20report%20for%20NM_174654.2

