
Caspa10         MKSQGQHWYSSSDKNCKVSF
humanC8-BAB3255 M-----------------
AeDredd         M------------------
Dredd           M----------
Bm-Caspase-6    MFRPDALDERAALDRQII
                *                          :  :  ::     :   : **            
 
caspase         SSSASDVFEH
humanC8-BAB3255 IKDALMLFQR
initiator       HRNPKYVLQL
death           HSDATYILQK
Bm-Caspase-6    -EVPDTALQK
                   .   :: *                                      : * *      
 
caspase         KKLLQHLNCTK
humanC8-BAB3255 DLLITYLNTR
initiator       NLCLLKCGFDD
death           RKVLRRLGFCWQE
Bm-Caspase-6    FNIVRRIGFDVQ
                   :   .   : :.     .    ::                                 
 
caspase         FRNLLYELSE
humanC8-BAB3255 IRVMLYQISE
initiator       VLKGLWLLCE
death           LLKSLYRMCE
Bm-Caspase-6    LRKILYKICE
                .   *: :.* :.      :   :            :   .      ::     :  :  
 
caspase         D---------------------------
humanC8-BAB3255 G---------------------------
initiator       GSKEGGQ-------
death           GDINAAG--------
Bm-Caspase-6    KYCRHDEKYLT
                                         
 
caspase         VTPPVDKEAE
humanC8-BAB3255 ---------E
initiator       -------ENQSDNAKSTLVAEVKGQPV
death           -------APE
Bm-Caspase-6    -------PNNSLKCKMDTTSQQNEQPVLVEHTNEGGIFDINNLLDIHEDLEKLQINDGFH
                         :         .                                        
 
caspase         -----ALPRAAVYRMNRNHR
humanC8-BAB3255 -----SQTLDKVYQMKSKPR
initiator       -----SDHLEK
death           -----STQIDA
Bm-Caspase-6    FEADKNRHMEEIYEIKNKNRLGLCLIINQENFYP
                              
 
caspase         EILSHVFQWLGFTVHIHNNVTKVEMEMVLQKQKCNPAHADGDCFV
humanC8-BAB3255 GALTTTFEELHFEIKPHHDCTVEQIYEILKIYQLMD
initiator       TAILNLFTNLGYEPIVVENIPHLEIMNQVEQAVDR
death           ERLIEVFSSMGYNVEAYDNVDHMGIIERIRSACDRSLVRD
Bm-Caspase-6    IALENTMSLFNFVVNSRSDLGHKEMINFIKDNIKNNIHEDDSMFMLCILSHGVRGHIFAA
                  :   :  : :      :     :   :.         .   ::  :*:**    ::.:
 

Figure S10.  Alignment of  Bm-Caspase-6 with the prodomains of Drosophila Dredd, Aedes aegypti Ae-Dredd, human 
caspase-8 and -10. 
Black boxes outline the predicted α-helices. Each prodomain contain 2 bundles composed of 6 α-helices. 
Secondary structure was predicted using Jpred3 (http://www.compbio.dundee.ac.uk/www-jpred/).

Human Casp-10  MKSQGQHWYSSSDKNC----KVSFREKLLIIDSNLG--VQDVENLKFLCIGLVPNKKLEK
Human Casp-8   M---------------------DFSRNLYDIGEQLD--SEDLASLKFLSLDYIPQRKQEP
Ae-Dredd       M------------------SISIQLEDLDFIEEELH--FDDKVAVLFLLYG---------
Dredd          M----------AGSNLLIHLDTIDQNDLIYVERDMN--FAQKVGLCFLLYG-------DD
Bm-Caspase-6   MFRPDALDERAALDRQIIHSNLINVDVISQIERELQDEPYDMVSLVFLLY----------
              

Human Casp-10  SSSASDVFEHLLAE-------------------------DLLSEEDPFFLAELLYII-RQ
Human Casp-8   IKDALMLFQRLQE-------------------------KRMLEESNLSFLKELLFRINRL
Ae-Dredd       HRNPKYVLQLLTA----IRAPDARTQFLSEWANLVAKGEVSASRWQSELLEALAIVQA--
Dredd          HSDATYILQKLLAM----TRSDFPQSDLLIKFA------KSRPETWRRHLVEALCIIGA-
Bm-Caspase-6   -EVPDTALQKLVTHQKIVTEMLGTNLNLLHDWYQH----SKSKPTWKHEFLEALLICQL-
                

Human Casp-10  KKLLQHLNCTKEEVERLL--PTRQRVS--------------------------------L
Human Casp-8   DLLITYLNTRKEEMERELQTPGRAQISAYRFHFCRMSWAEANSQCQTQSVPFWRRVDHLL
Ae-Dredd       NLCLLKCGFDDEELRDQFL-PHVPELATHVH----------------------------P
Dredd          RKVLRRLGFCWQELRMHYL-PHIAGITLHVH----------------------------P
Bm-Caspase-6   FNIVRRIGFDVQTLRKHYQ-TDYPGLSMYVD----------------------------P
                

Human Casp-10  FRNLLYELSEGIDSENLKDMIFLLKDS---------LPKT-EMTSLSFLAFLEKQGKIDE
Human Casp-8   IRVMLYQISEEVSRSELRSFKFLLQEEISKCKLDDDMN------LLDIFIEMEKRVILGE
Ae-Dredd       VLKGLWLLCEKMDRATSDRLENYLRQNY-------ALAVMDSEFLEMIMLDMIGQGVIKL
Dredd          LLKSLYRMCEELSLVQSGRLLLDVREKVESQQAGDPLRFYDPAYLEIFLLDWLTRRSIKL
Bm-Caspase-6   LRKILYKICEEIDTPNLIKLQKSLLTY--------DIDVSGHNICEIILLELMSRRFIGI
                

Human Casp-10  D----------------------------NLTCLEDLCKTVVPKLLRNIEKYKREKAIQI
Human Casp-8   G----------------------------KLDILKRVCAQINKSLLKIINDY--------
Ae-Dredd       GSKEGGQ-------VSDLSNLIAAFKAL-EMEGLKDFCKNIESNFNRDLQSG--------
Dredd          GDINAAG--------SDVQLLVGHLKSNGL-QAQANLLKDT-------IISN--------
Bm-Caspase-6   KYCRHDEKYLTEIKIDKFLRIIENFDGLRKLSLDLKFLQNKFAN-----ETN--------
                                                                           

Human Casp-10  VTPPVDKEAESYQGEEELVSQT----------------DVKTFLE---------------
Human Casp-8   -EEFSKGEELCGVMTISDS---------------PREQDSE-------------------
Ae-Dredd       -ENQSDNAKSTLVAEVKGQPV-----------------DN--------------------
Dredd          APEPDAAGTAAMAVKQEIES------------------DNQQSYC---------------
Bm-Caspase-6   -------PNNSLKCKMDTTSQQNEQPVLVEHTNEGGIFDINNLLDIHEDLEKLQINDGFH

Human C10      MKSQGQHWYSSSDKNCKVSF----REKLLIIDSNLGVQ--DVENLKFLCIGLVPNKKLEK
Human C8       M-----------------DF----SRNLYDIGEQLDSE--DLASLKFLSLDYIPQRKQEP
Ae Dredd       M------------------SISIQLEDLDFIEEELHFD--DKVAVLFLLYG---------
Dredd          M----------AGSNLLIHLDTIDQNDLIYVERDMNFA--QKVGLCFLLYG-------DD
Bm-Caspase-6   MFRPDALDERAALDRQIIHSNLINVDVISQIERELQDEPYDMVSLVFLLY----------
               *                          :  :  ::     :   : **            

Human C10      SSSASDVFEHLL-------------------------AEDLLSEEDPFFLAELLYII-RQ
Human C8       IKDALMLFQRLQ-------------------------EKRMLEESNLSFLKELLFRINRL
Ae Dredd       HRNPKYVLQLLT----VAIRAPDARTQFLSEWANLVAKGEVSASRWQSELLEALAIV-QA
Dredd          HSDATYILQKLL----AMTRSDFPQSDLLIKFA------KSRPETWRRHLVEALCII-GA
Bm-Caspase-6   -EVPDTALQKLVTHQKIVTEMLGTNLNLLHDWY----QHSKSKPTWKHEFLEALLIC-QL
                  .   :: *                                      : * *      

Human C10      KKLLQHLNCTKEEVERLL--PTRQRVS--------------------------------L
Human C8       DLLITYLNTRKEEMERELQTPGRAQISAYRFHFCRMSWAEANSQCQTQSVPFWRRVDHLL
Ae Dredd       NLCLLKCGFDDEELRDQFL-PHVPELATHVH----------------------------P
Dredd          RKVLRRLGFCWQELRMHYL-PHIAGITLHVH----------------------------P
Bm-Caspase-6   FNIVRRIGFDVQTLRKHYQ-TDYPGLSMYVD----------------------------P
                  :   .   : :.     .    ::                                 

Human C10      FRNLLYELSEGIDSENLKDMIFLLKDSLPKT----EMTSLS------FLAFLEKQGKIDE
Human C8       IRVMLYQISEEVSRSELRSFKFLLQEEISKCKLDDDMNLLD------IFIEMEKRVILGE
Ae Dredd       VLKGLWLLCEKMDRATSDRLENYLRQNY-------ALAVMDSEFLEMIMLDMIGQGVIKL
Dredd          LLKSLYRMCEELSLVQSGRLLLDVREKVESQQAGDPLRFYDPAYLEIFLLDWLTRRSIKL
Bm-Caspase-6   LRKILYKICEEIDTPNLIKLQKSLLTY--------DIDVSGHNICEIILLELMSRRFIGI
                  .   *: :.* :.      :   :            :   .      ::     :  :  

Human C10      D---------------------------NLTCLE-DLCKTVVPKLLRNIEKYKREKAIQI
Human C8       G---------------------------KLDILK-RVCAQINKSLLKIINDY--------
Ae Dredd       GSKEGGQ-------VSDLSNLIAAFKALEMEGLK-DFCKNIESNFNRDLQSG--------
Dredd          GDINAAG--------SDVQLLVGHLKSNGLQAQA-NLLKDT-------IISN--------
Bm-Caspase-6   KYCRHDEKYLTEIKIDKFLRIIENFDGLRKLSLDLKFLQNKFAN-----ETN--------
                                                    .                       

Human C10      VTPPVDKEAESYQGEEELVSQT----------------------DVKTFLE---------
Human C8       ---------EEFSKGEELCGVMTISDS-----------------PREQDSE---------
Ae Dredd       -------ENQSDNAKSTLVAEVKGQPV-----------------DN--------------
Dredd          -------APEPDAAGTAAMAVKQEIES-----------------DNQQSYC---------
Bm-Caspase-6   -------PNNSLKCKMDTTSQQNEQPVLVEHTNEGGIFDINNLLDIHEDLEKLQINDGFH
                           :         .                                        

caspase         -----ALPRAAVYRMNRNHR-GLCVIVNNHSF---------------TSLKDRQGTHKDA
humanC8-BAB3255 -----SQTLDKVYQMKSKPR-GYCLIINNHNFAK--AREKV---PKLHSIRDRNGTHLDA
initiator       -----SDHLEK-YVISWKNA-GLILIINQFQFFRDSNPELAELLPS-EPLKNRRGTEVDK
death           -----STQIDA-LKLTRENA-GIALIINQQKFHRNVSRDNMKFLSP-DPLRRRDGTDVDK
Bm-Caspase-6    FEADKNRHMEEIYEIKNKNRLGLCLIINQENFYP--SRQSIELNNQMDPLQTRTGSTKDR
                              :. :   *  :*:*: .*                .:: * *:  * 

caspase         EILSHVFQWLGFTVHIHNNVTKVEMEMVLQKQKCNPAHADGDCFVFCILTHGRFGAVYSS
humanC8-BAB3255 GALTTTFEELHFEIKPHHDCTVEQIYEILKIYQLMD-HSNMDCFICCILSHGDKGIIYGT
initiator       TAILNLFTNLGYEPIVVENIPHLEIMNQVEQAVDR-VEPHHCSLVICLLSHGQEGKVYGS
death           ERLIEVFSSMGYNVEAYDNVDHMGIIERIRSACDRSLVRD--SLVVFILSHGFEEAVYAS
Bm-Caspase-6    IALENTMSLFNFVVNSRSDLGHKEMINFIKDNIKNNIHEDDSMFMLCILSHGVRGHIFAA
                  :   :  : :      :     :   :.         .   ::  :*:**    ::.:

caspase         DEALIPIREIMSHFTALQCPRLAEKPKLFFIQACQGEEIQPSVSIEADALNPEQAPTSLQ
humanC8-BAB3255 DGQEAPIYELTSQFTGLKCPSLAGKPKVFFIQACQGDNYQKGIPVETDSEEQPYLEMDLS
initiator       NSIPVSVKAIERKMAA---RKLTGKPKLLFVQACQGSGLQTAVDV------APRLEHDGP
death           NSIAMKITDIEDLLCSYD--TLYYKPKLLIIQACQEKLVHKK---------KPNELFRID
Bm-Caspase-6    DSVKIKVEDIQKLLDSDEAKKLHCIPKVLIIQACQVIENQ-----------NPYLTTDSP
                :     :  :   : .     *   **::::****    :                    

caspase         DS----IPAEADFLLGLATVPGYVSFRHVEEGSWYIQSLCNHLKKLVPRMLKFLEKTMEI
humanC8-BAB3255 SPQTRYIPDEADFLLGMATVNNCVSYRNPAEGTWYIQSLCQSLRERCPRGDDILTILTEV
initiator       SSETT-ASVYVDFLVAWSTVPGFASIRHIEKGSWFIQELCSKIRQLYER-DHLMDILTAV
death           VTTVS-PDQHIDMLRAMSTVNGYAALRHTQTGSWFIGSLCDAIDRRSAS-EHIADILTIV
Bm-Caspase-6    LGNI--FIKKSDFLVYWATAPEYEAIRHITKGTVFIQNLCKAIRLYGNK-KHLSDIFTIV
                           *:*   :*.    : *:   *: :* .**. :        .:      :

caspase         RGRKRTVWGAKQISATSLPTAISAQTPRP--PMRRWSSVS-------
humanC8-BAB3255 N---------YEVSNKDDKKNMGKQMPQPTFTLRKKLVFP-----SD
initiator       I---------NDVSAKRGYEN-EYMVPIIYTTLRKKLYFEAMKVKNA
death           T---------NEVSKKRGSND-ESMVPNVKSTFRQHVYFPP----RL
Bm-Caspase-6    N---------NTVTNYCMKLN-HPQVPIYENSLRRALYLF-----KP
                            ::            *    .:*:   .        


