Table S4. The number of each type of alternative splicing events in different tissues and individuals
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	Total2
	2882
	5,987
	1,851
	3,715
	1,859
	3,818
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	10,746
	
	2,832
	5,931
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Note: A3SS: alternative 3’ splice site; A5SS: alternative 5’ splice site; ES: exon skipping; IR: intron retention; AF: abdominal fat; LD: longissimus dorsi muscle; LI: Liver; 1: combined: combined analysis of alternative splicing events in all three tissues. The genes which had the same alternative splicing event in more than on organ were counted only once in individual. 2: some genes had all four types of alternative splicing events in one individual.
