
MGS Chr 5 55−175 Mb (33040 SNPs)

chr5

F
re

qu
en

cy

0.0e+00 2.0e+07 4.0e+07 6.0e+07 8.0e+07 1.0e+08 1.2e+08

0
20

0
40

0
60

0
80

0

Density matched gwas_maf simulated data (33040 SNPs)

as.numeric(snplist)
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