
pa
tie

nt
s:

 B
.A

LL
.3

1.
6v

s0
h

pa
tie

nt
s:

 B
.A

LL
.2

4.
6v

s0
h

pa
tie

nt
s:

 B
.A

LL
.3

3.
6v

s0
h

pa
tie

nt
s:

 B
.A

LL
.4

3.
6v

s0
h

ce
lls

: C
7H

2.
6h

.G
Cv

sE
tO

H.
Ex

p0

ce
lls

: C
7H

2.
6h

.G
Cv

sE
tO

H.
Ex

p1

ce
lls

: C
7H

2.
6h

.G
Cv

sE
tO

H.
Ex

p3

xe
no

: d
ex

_8
vs

0_
A

xe
no

: d
ex

_8
vs

0_
B

xe
no

: d
ex

_8
vs

0_
D

xe
no

: d
ex

_8
vs

0_
C

pa
tie

nt
s:

 B
.A

LL
.4

0.
6v

s0
h

pa
tie

nt
s:

 B
.A

LL
.3

7.
6v

s0
h

pa
tie

nt
s:

 B
.A

LL
.3

8.
6v

s0
h

pa
tie

nt
s:

 T
.A

LL
.2

.8
vs

0h

pa
tie

nt
s:

 T
.A

LL
.2

0.
8v

s0
h

pa
tie

nt
s:

 B
.A

LL
.3

2.
6v

s0
h

pa
tie

nt
s:

 B
.A

LL
.1

7.
8v

s0
h

pa
tie

nt
s:

 B
.A

LL
.1

3.
8v

s0
h

PENG_RAPAMYCIN_DN
PENG_LEUCINE_DN
PENG_GLUTAMINE_DN
MYC_ONCOGENIC_SIGNATURE
SCHUMACHER_MYC_UP
UVC_TTD_4HR_DN
UVC_TTD_ALL_DN
UVC_XPCS_4HR_DN
UVC_XPCS_8HR_DN
UVC_XPCS_ALL_DN
LEE_TCELLS9_UP
ZHAN_MM_CD138_MS_VS_REST
UVC_HIGH_ALL_DN
VANTVEER_BREAST_OUTCOME_GOOD_VS_POOR_DN
XU_ATRA_PLUSNSC_DN
ZELLER_MYC_UP
BRCA1_OVEREXP_DN
HSC_INTERMEDIATEPROGENITORS_FETAL
HSC_INTERMEDIATEPROGENITORS_SHARED
HSC_INTERMEDIATEPROGENITORS_ADULT
CANTHARIDIN_DN
BASSO_REGULATORY_HUBS
HSA00970_AMINOACYL_TRNA_BIOSYNTHESIS
MOREAUX_TACI_HI_VS_LOW_DN
MITOCHONDRIA
HUMAN_MITODB_6_2002
HDACI_COLON_BUT48HRS_DN
RNA_TRANSCRIPTION_REACTOME
TSA_CD4_UP
COLLER_MYC_UP
CMV_24HRS_UP
SERUM_FIBROBLAST_CORE_UP
CHANG_SERUM_RESPONSE_UP
CANCER_NEOPLASTIC_META_UP
MANALO_HYPOXIA_DN
DNA_REPLICATION_REACTOME
ADIP_DIFF_CLUSTER4
TARTE_PLASMA_BLASTIC
VERNELL_PRB_CLSTR1
POD1_KO_UP
CMV_IE86_UP
HSA04110_CELL_CYCLE
CELL_CYCLE_KEGG
CELL_CYCLE
BRENTANI_CELL_CYCLE
GAY_YY1_DN
P21_P53_MIDDLE_DN
TAKEDA_NUP8_HOXA9_8D_UP
TAKEDA_NUP8_HOXA9_10D_UP
TAKEDA_NUP8_HOXA9_3D_UP
IFNALPHA_NL_UP
IFNA_HCMV_6HRS_UP
IFNA_UV−CMV_COMMON_HCMV_6HRS_UP
RADAEVA_IFNA_UP
IFN_BETA_UP
SANA_IFNG_ENDOTHELIAL_UP
CMV_8HRS_UP
GRANDVAUX_IFN_NOT_IRF3_UP
LVAD_HEARTFAILURE_UP
HADDAD_HSC_CD10_UP
HADDAD_HPCLYMPHO_ENRICHED
VERHAAK_AML_NPM1_MUT_VS_WT_DN
HSC_MATURE_ADULT
FERRANDO_MLL_T_ALL_UP
TAVOR_CEBP_UP
SHIPP_FL_VS_DLBCL_UP
ADIPOGENESIS_HMSC_CLASS2_UP
ZHAN_MMPC_SIMAL
CHIARETTI_T_ALL_DIFF
CHIARETTI_T_ALL
CARIES_PULP_HIGH_UP
CARIES_PULP_UP
GNATENKO_PLATELET
GNATENKO_PLATELET_UP
PARK_RARALPHA_UP
CHIARETTI_ZAP70_DIFF
BLEO_HUMAN_LYMPH_HIGH_24HRS_UP
LU_IL4BCELL
AGEING_KIDNEY_UP
ROSS_MLL_FUSION
WIELAND_HEPATITIS_B_INDUCED
SA_MMP_CYTOKINE_CONNECTION
LEE_TCELLS3_UP
SERUM_FIBROBLAST_CELLCYCLE
IDX_TSA_UP_CLUSTER3
DOX_RESIST_GASTRIC_UP
ZHAN_MM_CD138_PR_VS_REST
CROONQUIST_IL6_STARVE_UP
CANCER_UNDIFFERENTIATED_META_UP
LE_MYELIN_UP
P21_P53_ANY_DN
HOFFMANN_BIVSBII_BI_TABLE2
SHEPARD_CRASH_AND_BURN_MUT_VS_WT_DN
SHEPARD_GENES_COMMON_BW_CB_MO
GOLDRATH_CELLCYCLE
BREAST_DUCTAL_CARCINOMA_GENES
YU_CMYC_UP
ADIP_DIFF_CLUSTER5
GREENBAUM_E2A_UP
CROONQUIST_IL6_RAS_DN

−10 −5 0 5 10
Value

0
20

40
60

80

Color Key
and Histogram

Co
un

t

Mark Cowley


Mark Cowley


Mark Cowley


Mark Cowley


Mark Cowley


Mark Cowley
1

Mark Cowley
2

Mark Cowley
3

Mark Cowley
4

Mark Cowley
5

Mark Cowley
6


