
Validate transcribed regions in Asian and
African novel sequences

Identify novel transcript
contigs

Predict genes in
Asian and African
novel sequences

Find expressed unalignable
RefSeq genes

Infer splice junctions
in Asian and African
novel sequences

Carry out transcript
assemblies on Asian
and African novel

sequences

Align RefSeq mRNAs
onto GRCh37 to collect
unalignable RefSeq

genes

Quantify the expression
of unalignable RefSeq

genes

Assemble brain and cell
line transcriptomes

Align transcript contigs
onto GRCh37, RefSeq

genes, EST

Collect unmapped
transcript contigs

Identify novel transcript
contigs

Validate conserved novel
transcript contigs by RT-

PCR

Human brain and cell line
transcriptome sequencing

reads


