Additional file 3. CTCF binding can co-localise with ER and/or FOXAT1 in ZR75-1 cells. CTCF, ER
and FOXA1 binding profiles in ZR75-1 cells were analysed. A. Heatmap showing clustered binding
signal for ER, FOXA1 and CTCF binding in the ZR75-1 cell line. The heatmap shows regions co-
bound by ER/FOXA1/CTCF, or ER/CTCF or FOXA1/CTCF. The window represents -/+ 5 kb regions
from the centre of the binding events. B. Two examples of genomic loci bound by ER, FOXA1 and
CTCEF in ZR75-1 cells. C. Heatmaps showing enriched motifs (p values are shown) in regions bound
by CTCF together with ER and/or FOXA1

A C
ZR751
ER FOXA1 CTCF ER/FOXA1/CTCF
CTCF
1,388
. l FOXA1
f FOXD3
T {1403 I I
2,232 -400 0 400 -log10(x)
(I
ER/CTCF 0 18
-5kb +5kb
— CTCF
—
0- 10+
PPARG
B -log10(x)
(I
&7 0 0.6
CTCF ‘“_ FOXA1/CTCF
FOXA1| . FOXF2
161 dasd FOXA2
E CTCF
; R FOXA1
Chr3:157,874,400-157,875,250 -400 0 400
-log10(x)
(I |
83 _ 0 1.5
CTCF ‘
27| i
FOXA1 “
Chr1:159,803,000-159,803,500




