# Normalized # Non-Normalized

GO Term FOR  (totaln=750) (totaln=1124) Enriched
establishment of localization (GO:0051234) 0.0253 107 227 NN
transport (GO:0006810) 0.0283 106 224 NN
transporter activity (GO:0005215) 0.0475 50 121 NN
ATPase activity (GO:0016887) 0.0174 35 99 NN
establishment of localization in cell (GO:0051649) 0.0411 32 88 NN
vesicle-mediated transport (GO: 0016192) 0.0111 16 61 NN
active transmembrane transporter activity (GO:0022804) 0.0001 11 62 NN
ATPase activity, coupled to movement of substances (GO:0043492) 0.0001 7 51 NN
e sy oSSR amsmerbrane o001 5 o
primary active transmembrane transporter activity (GO:0015399) 0.0001 6 49 NN
f’éF(;-:%%rj]dsng)rolysis-driven transmembrane transporter activity 0.0001 6 49 NN
,(A(;’I'gaosoe“aztété\gt)y coupled to transmembrane movement of substances 0.0001 6 49 NN
GTPase activator activity (GO:0005096) 0.0480 6 31 NN
,(Aggaosoe:zl(été\gt)y coupled to transmembrane movement of ions 0.0475 2 20 NN
e e Tovementof ons ooz z o
lipid transporter activity (GO:0005319) 0.0475 0 13 NN
cytosolic part (GO:0044445) 0.0031 21 4 N
structural constituent of ribosome (GO:0003735) 0.0282 17 4 N
ribosomal subunit (GO:0033279) 0.0059 14 1 N
large ribosomal subunit (GO:0015934) 0.0381 9 0 N




