
	Table 1 – Mapping summary

	Condition
	Replicate
	Total reads1
	UMR2
	No. transcripts3
	PCC.4
	rRNA5

	B
	R1
	17400477
	7172422
	12,576 (69.63%)
	0.995
	1910

	
	R2
	22240736
	8366906
	12,789 (70.81%)
	
	

	S
	R1
	10954762
	3244060
	11,914 (65.97%)
	0.999
	748

	
	R2
	14492450
	4332124
	12,293 (68.06%)
	
	

	1Total number of reads sequenced.

2 Uniquely Mapping Reads. Reads mapping to a unique position on the Ae. aegypti genome (assembly AaegL1). 

3 Number and percentage of the 18,061 Ae. aegypti transcripts annotated (gene build AaegL1.2).

4 Person Correlation Coefficient between replicates.

5 Reads mapping uniquely to rRNA for the parallel B (R1+R2) and S (R1+R2) libraries.



