
	Table 3 - Predicted novel junctions outside varying distances from annotated transcripts1.

	Distance from annotation (± bp)
	Predicted junctions

	0
	3541

	1000
	2371

	2000
	2251

	4000
	2102

	8000
	1857

	16000
	1371

	32000
	854


 1Gene build AaegL1.2NA-seq based data. 

