(A)

hhi-mir-147 CAUCAGUCGAACAGAAUCCUUUCUGCACAAACUAGGAUGCUUUGUCACUCAGUGUGCGGAAACGCUUCUGCUCCACU-GGTGGG
gga-mir-147-1 ----AAUCUAGUGGAAUCACUUCUGCACAAACUUGACUACU--GAAAU-CAGUGUGCGGAAAUGCUUCUGCUACAUU-—-—-——-—
rno-mir-147 UAUGAAUCUAGUGGAAACACUUCUGCACAAACUCGAUUU-U--GAUGC-CAGUGUGCGGAAAUGCUUCUGCUACAUUUUUAGG-
bta-mir-147 UAUGAAUCUAGUGGAAACACUUCUGCACAGGCUAGAUUAUG--GAUAC-CAGUGUGCGGAAAUGCUUCUGCUACAUUUUUAGG-
hsa-mir-147b UAUAAAUCUAGUGGAAACAUUUCUGCACAAACUAGAUUCUG--GACAC-CAGUGUGCGGAAAUGCUUCUGCUACAUUUUUAGG-
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hhi-miR-147%* ACAGAAUCCUUUCUGCACAAAC 91

hhi-miR-147 GUGUGCGGARABGCUUCUGCURBE 246

pol-miR-147 GUGUGCGGAAAAGCUUCUGCU

(B)

dre-miR-204 UUCCCUUUGUCAUCCUAUGCCU

PEETEEEETrrrr el

hhi-miR-204 UUCCCUUUGUCAUCCUAUGCCU

dre-miR-204 reverse complement AGGCAUAGGAUGACAAAGGGAA
PRttt

hhi-miR-204AS GCAAAGGAUGACARAGGGARAG 6052
GCARAGGAUGACARAGGGAAG 4666

GCAAAGGAUGACAAAGGGAAAAG 1341
GCAAAGGAUGACAAAGGGAA 240



