
BLAST partial
ORFs in #1 vs #2 

For a genome pair

1

Find best complete
matching ORFs in #2 

2

1 2

Find other partial ORFs
in #1 matching the

complete ORFs in #2

Keep the fragment sets having the highest AAI to the complete
reference ORF, and add new set members where congruent

Repeat for 
all possible

genome pairs 


