[bookmark: _GoBack]Supplementary Table 2. KEEG maps present in the gilthead sea bream (Sparus aurata) fast muscle transcriptome. Transcripts were annotated to KEEG maps using the automatic annotator tool KAAS (http://www.genome.jp/tools/kaas/). 

	KEEG General Category
	Number of Maps
	Percentage over the total (%)

	
	
	

	Metabolism
	161
	47

	Genetic Information Processing
	32
	9

	Environmental information processing
	36
	10

	Cellular processes
	21
	6

	Organismal system
	48
	14

	Human diseases
	46
	13








