(a)

80
60

40

SNP Count (x 1,000)

20

(b)

1.000
0.995

0.990

CY
S
©
@

@

Consisten

o
©
&8

0975

0.8970

(c)

35

TwiTi Ratio

7] — Inside

SNP Count (SureSelect)

— Al SNP
Outside TRs < 200bp = = SNPindbSNP

—— OQutside TRs > 200bp

r—rr 1 rr 1 rr 1 1 17171
10 11 12 13 14 15 16 17 18 19 20

Minimum Depth

Heterozygote Consistency (SureSelect)

| N N N B N N B N B B |
10 11 12 13 14 15 16 17 18 18 20

Minimum Depth

Transition vs Transversion (Agilent)

10 11 12 13 14 15 16 17 18 18 20

Minimum Depth

(d)

SNP Count (x 1,000)

1

0.

0.

cy

istent

0.

Consi

0
0

0

(®)

Tv/Ti Ratio

140 4

120

40 4

20

000 o

995

1|

990 —

985 —

980 —

975

970

L

35

3.0

25

2.0

SNP Count (TrueSeq)

rrr 1 rr o 1 1 11 1 7171
8 9 10 11 12 13 14 15 16 17 18 19 20

Minimum Depth

Heterozygote Consistency (TrueSeq)

\/”_——

| B I N B N B BN B B B |
5 6 7 8 9 10 11 12 13 14 15 16 17 18 18 20

Minimum Depth

Transition vs Transversion (TrueSeq)

| B s s S S B S E S S |
8 9 10 11 12 13 14 15 16 17 18 19 20

Minimurmn Depth

()]

SNP Count (x 1,000}

(h)

1.000

0.995

0.990 +

y

0.980 —

0,975

0.970 =

0)

Tw/Ti Ratio

Consistenc
o
©
@
il
1

35

3.0

25

20

SNP Count (1000G)

1 rr 1 &1 rrrrrrTrT1
8 9 10 11 12 13 14 15 16 17 18 19 20

Minimum Depth

Heterozygote Consistency (1000G)

| I S N R O N B N B EN B B B |

8 9 10 11 12 13 14 15 16 17 18 19 20

Minimum Depth

Transition vs Transversion (1000G)

8 9 10 11 12 13 14 15 16 17 18 19 20

Minimum Depth



