
Figure 2 

SBP5_25_1        ----------------------------- CGGAGCTTC T AA G AAAGCCATAAACTTCATC 31 

SBP5_25_2        -------------------- CTCACAGACCGGAGCTTC T AA G AAAGCCATAAACTTCATC 40 

SBP5_25_3       CTCACGGCGGCCACCGCAGCCTCACAGACCGGAGCTTC T AA G AAAGCCATAAACTTCATC 60 

********* * ** * ****************** 

SBP5_25_1       CAATCTTCTTGCAAAACCACCACATACCCAGCCTTATGCGTCCA 75 

SBP5_25_2       CAATCTTCTTGCATAACCACCACATACCCAGCCTT --------- 75 

SBP5_25_3       CAATCTTCTTGCAAA ----------------------------- 75 

************* *                              

Query : 4590  cggagcttccaaaaaagccataaacttcatccaatcttcttgcaaaaccaccacataccc 4649 
||||||||| || ||||||||||||||||||||||||||||||||||||||||||||||| 

Sbjct : 1     cggagcttctaagaaagccataaacttcatccaatcttcttgcaaaaccaccacataccc 60 

Query: 4650  tgccttatgtgtcca 4664 
|||||||| ||||| 

Sbjct : 61    agccttatgcgtcca 75 

Query: 4581  ctcacagaccggagcttccaaaaaagccataaacttcatccaatcttcttgcaaaaccac 4640 
|||||||||||||||||| || ||||||||||||||||||||||||||||||| |||||| 

Sbjct : 1     ctcacagaccggagcttctaagaaagccataaacttcatccaatcttcttgcataaccac 60 

Query: 4641  cacataccctgcctt 4655 
||||||||| ||||| 

Sbjct : 61    cacatacccagcctt 75 

Query: 4561  ctcacggcggccaccgcagcctcacagaccggagcttccaaaaaagccataaacttcatc 4620 
|||||||||||||||||||||||||||||||||||||| || |||||||||||||||||| 

Sbjct : 1     ctcacggcggccaccgcagcctcacagaccggagcttctaagaaagccataaacttcatc 60 

Query: 4621  caatcttcttgcaaa 4635 
||||||||||||||| 

Sbjct : 61    caatcttcttgcaaa 75 
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