(a) Name Chromosome Position Ref base Cons Base Read Type Support Concordance Max Qualitivg hits

Col-NdChr5S 25034700 G c core nonrep 3 1 33 1

Col-NdChrb 25037599 C T core nonrep 4 1 33 1

Col-NdChrbh 25037602 A G core nonrep 4 1 34 1

Col-NdChr: 25037650 T A core nonrep 7 1 33 1
(b) SBP5 25 1  mmmmmmmmm oo CGGAGCTTCTAAGAAAGCCATAAACTTCATC 31

SBP5 25 2 = —mmmmmmmm e CTCACAGACCGGAGCTTC TAAGAAAGCCATAARACTTCATC 40

SBP5_ 25 3 CTCACGGCGGCCACCGCAGCCTCACAGACCGGAGCTTC TAAGAAAGCCATAAACTTCATC 60

B R R e e b e 3

SBP5 25 1 CAATCTTCTTGCAAAACCACCACATACCCAGCCTTATGCGTCCA 75

SBP5_25 2 CAATCTTCTTGCATAACCACCACATACCCAGCCTT —-—--—==-- 75

SBP5 25 3 CAATCTTCTTGCAAA —=—= === === ———m———m e 75
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Query: 4590 cggagcttccaaaaaagccataaacttcatccaatcttcttgcaaaaccaccacataccc 4649

Sbijct: 1 cggagctﬁctaagadagccataaacttcatccaatcttcttgcaaaaccaccacataccc 60

Query: 4650 tgccttatgtgtcca 4664

FEETTEEE T
Sbjct: 61 agccttatgegteca 75

Query: 4581 ctcacagaccggagctt6caaaaéégccataaacttcatccaatcttcttgcaaaaccac 4640

PELTEET T b PEET R e e e b e
Sbjct: 1 ctcacagaccggagcttctaagaaagccataaacttcatccaatcttcttgcataaccac 60
Query: 4641 cacataccctgcctt 4655m

FEETEEEEE rrrrd

Sbijct: 61 cacatacccagcctt 75

Query: 4561 ctcacggcggccaccgcagcctcacagaccggagcttccaaaaaagccataaacttcatc 4620
RN RN R AR R NN N A N AR RN RN

Sbjct: 1 ctcacggcggccaccgcagcctcacagaccggagctt@taagaqagccataaacttcatc 60

Query: 4621 caatcttcttgcaaa 4635 -

FIEEETEEEr T
Sbijct: 61 caatcttcttgcaaa 75



