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J — translation, ribosomal structure, and biogenesis

K — transcription

L — DNA replication, recombination, and repair

D — Cell division and chromosome partitioning

V — Defense mechanisms

T - Signal transduction mechanisms

M - Cell envelope biogenesis, outer membrane

U — Intracellular trafficking, secretion, and vesicular transport
C - Energy production and conversion

E — Amino acid transport and metabolism

H — Coenzyme metabolism

| — Lipid metabolism

P — Inorganic ion transport and metabolism

Q - Secondary metabolites biosynthesis, transport, and catabolism
R — General function prediction only

S — Function unknown

Not in COGs

G. lovleyi strain SZ
plasmid pSZ77,
77,113 bp

37775..38254




Additional file 9: Circular genome map of the G. lovleyi strain SZ plasmid pSZ77 (CP001090).  From outside to center: COG categories of genes on forward strand, COG categories of genes on reverse strand, percent GC content, GC skew, percent blastx identity of SZ ORFs to plasmids of Pelobacter propionicus (CP000483 and CP000484), and percent blastx identity to the chromosomes of Pelobacter propionicus (CP000482), Geobacter uraniireducens, and G. sulfurreducens. The plasmid map was generated using GenomeViz [81].



