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Penicillium marneffei QSKTVMASQASLWVEHLISGLLHPVKDTRSKALVLGNQTALVLGPNIVISK----TILDIFNKE--ISEG--RKLVSEICDRMSRMMSPS---DSGVHVPQIWSIIVLLLRSKR--FNIE-HW---EYFKEWVLVLQRCFNCSESA-IKSQAIIGWNKFVYMV   145
Tuber melanosporum QARQTMLTRVNDWMDNLFGGLLSSVKEVRNRALACVAEIPRALGSEKSTAR----CLNNIFSRD--TANG--KRMFELIKERLELFIKDG---E-GVFVARMWGVVLLLIRVT----AAE-QW---EFFTHWLRVIEGCFNVSDKD-VKVEAQIAWQKLIYAM   142
Aspergillus oryzae QNKSLFISQTALWMNHLISGLLHHIKDVRIKAISLSYQTSLAFGPNPILSK----NIRDNLDRP--IGQD--RKLVQEVSERMSRMMSSA---DTGVHVPQIWIAVILLLRNRR--LTVD-HW---EHLKEFTTPLQKCFNCSDGQ-TRAQSIIAWNRFVCVI   145
Aspergillus terreus HSKQLFISHAHAWMDHLVSGCLHHMKDIRLKAIGLGFQIANVYGPNAILSK----SIYDIFDRP--MDNDNERKLAAEICERMLRMMSDP---DSGVHVPQIWSVMILFLRNKR--VSID-HW---EHFRELVLVLQRCFNCSESM-IRAQAIIAWNRFVSVA   147
Aspergillus nidulans VAKPTFLALSTLWMDHLISGLLHQIKNVRLNALELGFNVYMASGSNSTLSK----TLRDIFDRP--LANN--RKLVSEVSERMSRMMSNP---ETGEHVPQIWGVITLLLRSKR--FNID-QW---QHFKEWVLVLQKCFNCNDPE-IKSKAIGNWNRFVLVA   145
Arthroderma benhamiae QARSIFISHANFWMDNLIAGLLHKVKDVRLKALQLGFRITDSLGPSTPVFK----AIDEVLNLP--TDKGKDTKFVNDFCDRLTSMISSR---ETSLHVPQIWSVVTLLLRGPR--WQVE-KW---PHFKAWMLVIQKCFNCSDLT-TNSQALLAWNRLVYVV   147
Arthroderma otae QARSVFTTHASFWMDNLIAGLLHKVKDVRLKAIQLGFRITDSLGPCTPVFK----AIDDVLSLP--TEKGKDAKFVNVFCDRLTSMIANR---ETSSHVPQIWSVVTLLLRSPR--WLIE-KW---THFKSWMLVIQQCFNCSDPA-ANSQALLAWNRLVYVV   147
Aspergillus flavus QNKSLFISQTALWMNHLISGLLHHIKDVRIKAISLSYQTSLAFGPNPILSK----NIRDNLDRP--IGQD--RKLVQEVSERMSRMMSSA---DTGVHVPQIWIAVILLLRNRR--LTVD-HW---EHLKEFTTPLQKCFNCSDGQ-TRAQSIIAWNRFVCVI   145
Arthroderma gypseum QARSVFVSHANFWMDNLIDGLLYKVKDVRLKALQLGFRITDSLGPSTPVFK----AIDEVLNIP--TDKGKDAKFVNDFCDRLTSMIANR---ETSPHVPQIWSVVTLLLRGPR--WLIE-KW---SHFKSWMLVIQQCFNCSDPT-TNSQALLAWNRLVYVV   147
Ajellomyces dermatitidis LSQQTMASHAGLWMDHLITALLHNFKEVRTRAIRLGKLVSMALGPNATVSN----ALREVLDVP--LENG--SPFVLELCGRLSGMIPNP---ESGSQVPQIWSIIILLLRTRR--WPID-NW---THLKDWLLVIQKCFNCSDLT-TKSQALIAWDLFVYAF   145
Sordaria macrospora QTGKTMVIHS-DWLYDLFTDMLSTIKDIREKAVTLGLNAAFTIGHEVQLSR----KAMEIFNS----VSE-EKKYIEYYEERLKSMVKDK---TVSASVPHIWSVVILLLRIR-----LR-VW---DRTAHWLTLVQNCFNNIDYP-TKIAAHHAWARLTYLT   140
Coccidioides immitis QARSLMATYACLWIDHVIKAMFHRVKDIRVRAIKLGLEAAKSFGPNPSISK----ATQDALDLT--MENG--AKFSDELCSRLITMVTSR---DGSVYVPQIWSVIILLLRKPR--ASLN-GW---ASFRRWILVIQKCFNCSDTP-TKTQALVAWDRLVYAS   145
Ajellomyces capsulatus LPQSTMASHADLWMDHLITALLHNLKDIRTRAIKVGKLAAMAMGPNTTVSV----ALREVLDVT--LENG--SPFVAELCDRLSAMISSP---DSGSQVPQIWSVIILLLRTKR--WSID-NW---PHLKDWLLVIQRCFNCSDIM-TKSQALMAWDLFVYAL   145
Neurospora crassa QTGKTMVLHS-DWLYDLFTDMLSSIKDIREKAVTLGLNAAFTIGHEVQLSR----KIMEIFNS----VAE-EKKYIEYYEERLKAMVKDK---TVSASVPHIWSVVILLLRIR-----LR-VW---DRTAHWLQLVQNCFNNIDYP-TKIAAHHAWARLVYLT   140
Candida albicans FYLKCFSVGVHCLLEVAKAFLDNRKTRAYVKLFLSSPFSFNIKSMSSSES--IV-IDSD---SN--DSQS--QKVVDIVLSKLSELIHD----GQFKEAMDIWVALTVLVGYSG--ESFE-RW---EHLSKWLQITKLCFNSQVPQ-ARVLALSCWKAIIFNL   142
Schizosaccharomyces pombe QFPLEFSRRVVDWAPYLLACLVDASRPIREKALLLALDLSKHLYHDKLVAR----TILANFRSD--IKGT---AFVLIMTEQFEKLVIEE---DDGVYVAHAWAAIISVLGGAR----IS-SW---EYFNTWLKIIQLCFNSMNPL-TKCAAQTSWIRLIHEF   142
Ashbya gossypii YNGKLLSSSISVMLELLKVSLVNRRRLEIS--ALLNTTAVECIPQLDNKEF----ARSRVQRS---------KTTKQLLQERIKELILEN---KDYRSAMDIWLCVMGLVYGDPSS--LE-SILD-EEGDSWIKLNLLCHNSSDPA-ASKLAFKAWRILIYLT   140
Phaeosphaeria nodorum QRPDVMIKHTERWFKHLLKAFMATQKDINQSALDMALTAAKTIGDDRHVAK----SCLAILNR------G--APVVKLFTKELEKMLGGD----HAALVPQIWAAVTVLLRDS---MNSE-AF---PSLKEWLELFQKCIASSKDA-AMVQPGELPVLDPKWV   139
Leptosphaeria maculans QRPDVMIKHAERWFKLTVKALVASQKDTNQSALDTCLAAVKTIGHDRHVAK----SVLNVLNRT--RSDG--ETLAKVLIQELDRMLTGE----NAVIVPQIWSAVTALLRDS---LHSQ-LF---SALKEWLMLFERCLKSPKEM-VKVHANVAFCFLIYAV   143
Botryotinia fuckeliana QSRSHMISNS-DWLGDLFSDMLSSYSNIQTAAIAFGEEAGLELGTESRISS----KVTEIFKG----SDGKDVKYVEFLADRLRNMAK-K----PSSSTPRIWAAIILFLRARP--KQLE-HW---VFIKTWLDVIKVCFNSSDQN-TKLAANLAWNRMVFVI   142
Chaetomium globosum QSKQLMVVHS-DWLLDMFTDMLSNLKDIRSAAISLGLEAAFTIGHEKQLSR----KVMEIFNL----SHE-DKRYIQYYEGRLKIMSKDK---HESAIVPEIWSVVILLLRIR-----LD-KW---EYTGPWLHVIQNCFNSSDFP-TKIRANHAWARLVYLI   140
Nectria haematococca QSRNHMAVHT-DWLEDMFTDMLSTIRDIRAQAISLGTEAGFALRNEKHVMR----KVTEILQI----TDE-EQTYIEFYIRKLESMLKDK---QSLSTVPQIWGVITLFLQCP-----LN-RW---QYFNSWFKIAQDAFNTADMQ-TKQEANYAWNRYVYLS   140
Gibberella zeae QSRVHMAVYT-DWLKDMFTDMLSTVRDIRAQAISLGTEAGFALRNEKNVMR----KVTEILQS----PDG-KTTYIQFYIRKLEEMFKEK---ETASIVPQIWSVVTFYLQCP-----IS-RW---VHFGPWFKLAQDSFNAADLH-TKQEANLAWNRYVYLS   140
Debaryomyces hansenii LYSKVIGMGISVLLEVARNYLDNKNVLFSVRRLLASPLPSTVKSITSDSTI----SVSPEAPTT--KSDE--NLVIHFIISTLETLIGN----GQYKSAMDIWVGVTLLSSDSG--SGYE-NW---PFLSDWLRVHKSCFNVNNNS-AKMIALNSWKAVIFNV   144
Sclerotinia sclerotiorum QSKSHMISNS-DWLADLFSDMLSSYSNIQTAAIAFGEEAGLDLGTESKVSS----KVMEIFKG----SDGRDVKYIEFFADRLRKMAARK----PPGPTPRIWAVVILFLRARR--QQLE-HW---AFIKIWLDVIKICFNSSDQN-TRLATNLAWNRMIFVI   143
Pyrenophora tritici-repentis QRPDVMIKHSESWFTHTLKALMSVQKDINSSALDICSTAATTIAHDRQVCK----SVLSVLNRV--KSDG--TTIGSIFAKELVRMLGGD----HAPLVPQIWAVVTALLKDS---MNSD-NF---SSLAEWLRVYESFHVSDKDT-VRIHSNVASGFFIYAI   143
Candida dubliniensis FYLKCFSVGVHCLLEVTKAFLDNRKVMAYVKLFLSSPFSINIKSMSSSES--IA-INSD---SS--DSQN--QKVVDVVLSKLQDLIQD----GQFKEAMDIWVALTVLVGYSG--ESFE-RW---EHLSKWLQITKLCFNSQVPQ-ARVLALSCWKAIIFNL   142
Lachancea thermotolerans YSLKIANNCVSILLDLLKRCLTDRDNHQ-VLEVLKQTTTKELFSVNCEGN-----KTLAHLQTKE-------DNLETLLRKRVIYLIEEK---DEPKLAMDLWLAMVGLLFNSA--GEVS-SLCS-DRGKLWLDLNLRYQNNSNPK-AKKLALRSWRIVTYMI   142
Tribolium castaneum TSTLPRDKCIDVFVTKLVPAMFAKNVD--------DWIRDELIELGSHFV--QFVTVSTLD-TK--DQEEVFAAIDNTYIKVVGQLRDS-----NYPHWDQLWEFLIKLSNEKL----HS-RQ---GTGNKLLKEVEVAFRNSSSTEQRLKAYDCWKELINNS   137
Scheffersomyces stipitis FSPKTLEIGTNCLLEIAKVFLDNVSVQSSVTSLLSSKISNDVKSLASENG--LD-LDID---LI--SSEV--S-VIDYICMKLEEMIET----GRFKESMEIWVSITLLVGDGG--SSFD-QW---EHLNKWLRVQKICFNSQYQS-AKIIALNSWKAVIYNV   141
Vanderwaltozyma polyspora YTMKIGATAISVLLELLKKSIDNVECKKEIYQCLNTDHVYKNVPNKFSREF---KSLESQLDC---DHEN--ITFGHLLKRHIKLLIYKK---EEYKLAMDLWLALMALMYNNEE-HVVDLAYN--EEDKEWISINQECFEQKNIQ-AKIYSIKVWRIIQYCV   148
Candida glabrata YSTKTGFTAISVLLELLKRCIDHSIGHEYVFQCLHIDSTALYFGDSKDKKLQWSNNTLE-QTYD--INET---HLAAILRDHIDYLVNSK---REYKLAMDMWLSFMGLLFNSK--GRLA-FLASKEGEK-WVDINLNCLSVNDPK-CRILSLKVWRILIYCV   149
Rattus norvegicus QAPVQMGEESVRWAKLVIPLVVHSAQK-------VHLRGATALEMGMPLL--LQ-KQQEIA-L---ITEH---LMTTKLISELQKLFMSK----NETYVLKLWPLFVKLLGKTL----HR-SG---SFINSLLQLEELGFR-SGTPMIKKIAFIAWKSLIDNF   133
Pan troglodytes QAPIQMGEEAVRWAKLVIPLVVHSAQK-------VHLRGATALEMGMPLL--LQ-KQQEIA-S---ITEQ---LMTTKLISELQKLFMSK----NETYVLKLWPLFVKLLGRTL----HR-SG---SFINSLLQLEELGFR-SGAPMIKKIAFIAWKSLIDNF   133
Taeniopygia guttata QVPAQMGEEAVRWAKLIIPLVVHSAHK-------VQLRGATALEMGMPLL--LQ-KQQEVA-A---VTEH---LMTTKLISELQKLFSSK----NETFVLKLWPLFVRLLGKTL----HR-SG---SFINSLLQLEELGFR-SGSPVVKKIAFIAWKSLIDNF   133
Mus musculus QAPVQMGEESVRWAKLVIPLVVHSAQK-------VHLRGATALEMGVPLL--LQ-KQQEIA-L---ITEH---LMTTKLISELQKLFKNK----NETYVLKLWPLFVKLLGKTL----HR-SG---SFINSLLQLEELGFR-SGTPMIKKIAFIAWKSLIDNF   133
Danio rerio QAPVPMAVGAVCWAKLVIPLVVHSANK-------VRLRAAAALELGMPLL--LE-KQQEVA-A---IVEP---MMSSVLIPEMQKLFASK----NETNMLKLWPLFVRLLGKLL----HK-GG---AFINSLLYLEELGFR-NSSPNIKKIAFIAWKSLIDNF   133
Homo sapiens QAPIQMGEEAVRWAKLVIPLVVHSAQK-------VHLRGATALEMGMPLL--LQ-KQQEIA-S---ITEQ---LMTTKLISELQKLFMSK----NETYVLKLWPLFVKLLGRTL----HR-SG---SFINSLLQLEELGFR-SGAPMIKKIAFIAWKSLIDNF   133
Equus caballus QAPVQMGEESIRWAKLVIPLVVHSAQK-------VHLRGATALEMGMPLL--LQ-KQQEIA-S---ITEQ---LMTTKLLSELQKLFMSK----NETYVLKLWPLFVKLLGKTL----HR-SG---SFINSLLQLEELGFR-SGAPMIKKIAFIAWKSLIDNF   133
Drosophila simulans ATSFTDDELVEFWLGDILPLMFDADRK-------IQDCAVAALAEALVAL-----DVSAIHSAK--CWPQIRGEFVDKYTTIIGEMRDA-----KNSNWHKIWTLLVQIMDEDL----LR-GC---VYINKFLALVELGFR-NPDNGVRSEAFLCWRVLIKIF   135
Drosophila melanogaster ATSFTDDELVEFWLGDILPLMFDADRK-------IQDCAVAALAEALVAL-----DVSVIHSAK--CWPQIRSEFVDKYTIIIGEMRDA-----KNSNWHKIWTLLVQIMDEDL----LR-GC---VYINKFLALVELGFR-NPDNGVRSEAFLCWRVLIKIF   135
Gallus gallus QAPAQMGEEAVRWAKLIIPLVVHSAHK-------VQLRGATALEIGMPLL--LQ-KQQEVA-A---VTEH---LMTTKLISELQKLFSTK----NETYVLKLWPLFVKLLGKTL----HR-SG---SFINSLLQLEELGFR-SGSPVVKKIAFIAWKSLIDNF   133
Drosophila erecta ATSFTDDELVEFWLCDILPLMFDEDQK-------IQDCAVAALAEALVAL-----DVFVIHSAK--CWPQIRTAFVNKYTTLIGEMRDA-----KNSNWHKIWTLLVQIMDEDL----LR-GC---VYINKFLALVELGFR-NPDNGVRSEAFLCWRVLIKIF   135
Oryctolagus cuniculus QAPVQMGEESVRWAKLVIPLVVHSAQK-------VHLRGATALEMGMPLL--LQ-KQQEIA-S---ITEQ---LMTTKLFSELQKLFMNK----NETYVLKLWPLFVKLLGKTL----HR-SG---SFINSLLQLEELGFR-SGTPMIKKIAFIAWKSLIDNF   133
Bos taurus QAPVQMGEESIRWAKLVIPLLVHSAQK-------VHLRGATALEMGMPLL--LQ-KQQEIA-S---ITEQ---LMTTKLLSELQKLFMSK----NETYVLKLWPLFVKLLGKTL----HR-SG---SFINSLLQLEELGFR-SGAPMIKKIAFIAWKSLIDNF   133
Callithrix jacchus QAPIQMGEEAVRWAKLVIPLVVHSAQK-------VHLRGATALEMGMPLL--LQ-KQQEIA-S---ITEQ---LMTTKLISELQKLFMSK----NETYVLKLWPLFVKLLGRTL----HR-SG---SFINSLLQLEELGFR-SGSPMIKKIAFIAWKSLIDNF   133
Pongo abelii QAPIQMGEEAVRWAKLVIPLVVHSAQK-------VHLRGATALEMGMPLL--LQ-KQQEIA-S---ITEQ---LMTTKLISELQKLFMSK----NETYVLKLWPLFVKLLGRTL----HR-SG---SFINSLLQLEELGFR-SGAPMIKKIAFIAWKSLIDNF   133
Sus scrofa QAPIQMGEESIRWAKVVIPLVVHSAQK-------VHLRGATALEMGMPLL--LQ-KQQEIA-S---ITEQ---LMTTKLLSELQKLFMSK----NETYVLKLWPLFVKLLGKTL----HR-SG---SFINSLLQLEELGFR-SGAPMIKKIAFIAWKSLIDNF   133
Xenopus tropicalis QVPTQMTHEAVRWSKLIIPLVVHSAPK-------VRLRAATSLEIGLPFL--LQ-KQQEVS-A---LTEQ---LMTSKLVAELQKLFSTK----NETYVLKLWPLFVKLLGKTL----HR-SG---SFINSLLQLEELGFR-SGSPAVKKIAFIAWKSLIDNF   133
Macaca mulatta QAPTQMGEEAVRWAKLVIPLVVHSAQK-------VHLRGATALEMGMPLL--LQ-KQQEIA-S---ITEQ---LMTTKLISELQKLFMSK----NETYVLKLWPLFVKLLGRTL----HR-SG---SFINSLLQLEELGFR-SGAPMIKKIAFIAWKSLIDNF   133
Ailuropoda melanoleuca QVPVQMGEESVRWAKLIIPLVVHSAQK-------VHLRGATALEMGMPLL--LQ-KQQEIA-S---ITEQ---LMTTKLLSELQKLFMSK----NETYVLKLWPLFVKLLGKTL----HR-SG---SFINSLLQLEELGFR-SGAPMIKKIAFIAWKSLIDNF   133
Trichoplax adhaerens QVPNTMRANVAKWGILVYPVMLNSAVK-------VAERALVVMESALPLL--LS-SQEELI-R--VLIPD----LKANLIDEMGKMMAER----REISALRAWRYYIILLGKVL----HR-SG---SLLNDMLKIMEMGFK-NKSIDILLEAYANWRHFIDSF   133
Drosophila sechellia ATSFTDDELVEFWLGDILPLMFDADRK-------IQDCAVAALAEALVAL-----DVSAIHSAK--CWPQIRGEFVDKYTTIIGEMRDA-----KNSNWHKIWTLLVQIMDEDL----LR-GC---VYINKFLALVELGFR-NPDNGVRSEAFLCWRVLIKIF   135
Anopheles gambiae ---------LKFWLIDVGRLMFEEKAK-------TRELALDAFESAVVHI-----RATDYQDHS--SWSELREIVSKEYTSLLDIARSE-----KDPNWHRVWSVLVRIMNRDL----CQ-GS---TIINMFLSIVEAGFR-SPELSIREQSFDCWRLLVEIF   126
Drosophila grimshawi ATSFTNEELVQFWLGDILPLMFDTDRN-------IQNCTVAAMAEALVAL-----DVAVIHAAK--CWPQVRSEFVNNYTTLIGDMRDA-----KNNNWHKIWTLLVQIMDSEL----LR-GC---TYINKFLAVVELGFR-NPDNGVRSEAFLCWRVLIKIF   135
Drosophila persimilis GTSFTDNELVEFWLGDILPLMFDADRK-------IQNCAVAALAEALVAL-----DVSVIHEAT--CWQKLRSDFIEKYTPLIGEMRDA-----RNPNWHKIWTLLVQIMDEEL----LR-GC---TYINKFLAIVEMGFR-NPDHGVRSEAFLCWRVLIKIF   135
Drosophila ananassae ATSFTDDELVEFWLGDILPLMFDADKK-------IQDCAVAALAEALVAL-----DVSAIHTAK--CWPEIRAEFVNKYTVSIGEMRDA-----KNSNWHKIWTLLVQIMDEEL----LR-GC---VYINKFLAVVEMGFR-NPDNGVRSEAFLCWRVLIKIF   135
Drosophila virilis TTSFTNEELVEFWLGDILPLMFDTDRN-------IQNCAMAAMAEALVAL-----DVSVIHAAK--CWPQIRSEFVNNYTTLIGEMRDA-----KNNNWHKIWTLLVQIMDSEM----LR-GC---TYINKFLAVVELGFR-NPDNGVRSEAFLCWRVLIKIF   135
Drosophila pseudoobscura GTSFTDNELVEFWLGDILPLMFDADRK-------IQNCAVAALAEALVAL-----DVSVIHEAT--CWQKLRSDFIEKYTPLIGEMRDA-----RNPNWHKIWTLLVQIMDEEL----LR-GC---TYINKFLAIVEMGFR-NPDHGVRSEAFLCWRVLIKIF   135
Anopheles darlingi THKSIDENELQLWFLDVARLMFLKKDNP------AKVAALEALETVITYL-----ESTNYHELP--VWQTLRATICNEYTALLDTARSE-----KDPHWHRIWAVLVHAMDYEI----CQ-GS---TTINLFLSIVEAGFR-SPECSIREQSFDCWRLLLEVF   136
Nasonia vitripennis SFGINVRQFDTLLMETVIILAYMGLRR-------QRAQALIVLKEAVQNDLG---VRVRLMQK--EIWDSYKSSLQNIYCKRMTLLVNI-----NDQDWAVQWETSIALVGTDL----HR-GS---GLVNSLLKVEELAFK-SADPN-RRQAFVSWKVLIDNF   136
Drosophila willistoni ATSFTDDELVEFWLKDILPLMFDADQK-------IQNSALAAVAEALVAL-----DVSVIHAAQ--NWPQIRTDLVQKFVPLIAEMRDA-----KNSNWHKIWSLMVQIMDDEL----LR-GC---TYINKFLNVVELGFR-SPDNNVRSESFLCWRVLIKIF   135
Harpegnathos saltator TFDQNMEKFDTLLMDKVVTLAYMGHKR-------QRGIALKVMQQAIATNSSLR-ICKEYP-ELWAQYKS---NLQSVYCKRMFLLVAA-----CETDWSIQWNITIQLLGADL----HR-GA---NLINSLLSVEEKAFK-STDTIIRRQAFLSWKLLIDNF   137
Talaromyces stipitatus QSKATMASQASLWVEHLISGLLHPVKDTRSKALVLGTQTALLLGPNLVISK----TILDIFNKE--ISQG--RKLVSEVCDRMSRMMSPS---DSGVHVPQIWSIIVLLLRSKR--FNIE-HW---EYFKEWVLVLQRCFNCSDPA-IKSQAIVGWNKFVYMV   145
Saccharomyces cerevisiae YSMKILITSIVVLLELLKKCLDFVDEHERIYQCIMLSPVCETIPEKFLSKLP----LNSYDSA---NLDK--VTIGHLLTQQIKNYIVVK---NDNKIAMDLWLSMTGLLYDSG--KRVY-DLTS-ESNKVWFDLNNLCFINNHPK-TRLMSIKVWRIITYCI   146
Aspergillus fumigatus QSKSIFVSQSGLWVEHLLSGLLHHVKDTRIKAISLGFQTSMICGPNPSLSK----SIRDLFDRP--LDNG--RKLVSEICERMSRMMANV---ESGVHVPQVWSIIVLLLRSKR--LSID-QW---EHFKEWVLVLQRCFNCSESS-IKAQAILGWNRFVYVV   145
Camponotus floridanus TFDQNVQRFDTLLMDKIIILAYMGHKR-------QRGPALKVLQQAVATNSSSR-IRKDYP-NLWTQYKT---NLQSTYCKRMLLLVAA-----CDPDWTIQWNTTIQFLATDL----HR-GA---TLINNLLSVEEKAFK-STDPIIRRQAFLSWKLLIDNF   137
Neosartorya fischeri QSKSTFVSQSGLWVEHLLSGLLHHVKDTRIKAISLGFQTSMICGPNPNLSK----SIRDLFDRP--LDNG--RKLVSEICERMSRMMANV---ESGVHVPQVWSIIVLLLRSKR--LSID-QW---EHFKEWVLMLQRCFNCSESS-IKAQAILGWNRFVYVV   145
Aspergillus niger QSKMIFVSNASLWMDHLISGLLHHVKDIRIKAISVGFQTAIACGPNPTLSK----CVREVFSRP--LDER--RKLVTEVCERMTRMMALA---DCGVHIPQIWSVIILLLRSKK--FNVD-QW---EHFKEWVLVLQRCFNCSDSA-IKAQAIVGWNRFVYVV   145
Penicillium chrysogenum QAKSAFISQASLWMEHLIFALLHHLRDTRSKAIALGFQVATEAGPNPILSK----NIRDLFDRP--LEHD--RRLVSEVRERMTRMMATV---DSGEHVPQIWSIIILLLRSKR--WNLE-QW---GHFKEWVLVLQKCFNCSEPV-IKAQAIVGWNRFVFAV   145
Aspergillus clavatus QSKSVFISQSALWVEHLLSGLLHHVRDTRLKAISLGFQTTMICGPNPTLSK----SVRDLFDRP--LDNG--GKLVTEICERMARMMPNL---ESGVHVPQIWSIIVLLLRTKR--STID-QW---DHFKEWVLVLQRCFNCSESS-IKAQAILGWNRFVAVV   145
Uncinocarpus reesii QAPSVLAPHANLWMDHLIQGMVNKVKDIRSRALTLGFEISKRLGVNSSISK----AIHNIFDLT--IESG--AKYIDELCARLTAMVTNR---DGSVFVPQIWSVIVLLLRKPR--YALN-AW---SHFKQWILVIQKCFNCSDCA-TKIQAFVAWDCLVYAI   145
Candida tropicalis FYLKCFTIGVHCLLEVTKAFLDNRTVMIYVRRFLSSPVPLETKSMASSES--ID-LDSD---SV--SSQD--TKVVDMVLNKLQELIRE----SQFKAAMDIWVALTVLVGNAG--SSFD-KW---EHLNKWLQITKHCFNSQDPD-ARVLALSCWKAVCFNL   142
Magnaporthe oryzae KRYKPLMVQNSEWLLDFFMAMVTTKKEVLPEIIRYVEDVTFMLCTEKPFIR----KVLAFLQQP--FPTQNDRSFVEWFEGKLQEMLLNQ---ETCRFVPVIWSVVTLLLPNIG-------EW---DLFTKWMRLIMACFN-HRLICVQIEANRAFPRLAYAF   143
Podospora anserina QSRQYMIVHS-DWLMDLFTDMLSNLKEIRSSAISFGLELAFTIGHDKALSR----KVVEIFNT----SSG-DQKYIQYYYERLQAMIKEK---QDSVVVPDIWSAVLLLLRIP-----LE-KW---EHSRSWLLLIQGCFNSTDFA-TKIAANRGWNRLVYFV   140
Clavispora lusitaniae LHVKIAGSGITTLLEAARTYLDTVKVGHSVRAFLGRPFVPTG-SFVSESAN----VVS-----------E--MNSIDYVCSSLKTMIDS----GHYKFAMDIWVGLSLLISHAG--LAWE-QW---EYLPQWLSVHRHCFNVASVQ-AKTTALSSWKVVIYKV   134
Trichophyton verrucosum QARSIFISHANFWMDNLIAGLLHKVKDVRLKALQLGFRITDSLGPSTPVFK----AIDEVLNLP--TDKGKDTKFVNDFCDRLASMIANR---ETSLHVPQIWSVVTLLLRGPR--WQVE-KW---PHFQAWMLVIQKCFNCSDLT-TNSQALLAWNRLVYVV   147
Coccidioides posadasii QARSLMATYASLWIDHVIKAMFHRVKDIRVRAIKLGLEAAKSFGPNPSISK----ATQDALDLT--MENG--AKFSDELCSRLITMVTSR---DGSVYVPQIWSVIILLLRKPR--ASLN-GW---ASFRRWILVIQKCFNCSDTP-TKTQALVAWDRLVYAS   145
Schizosaccharomyces japonicus QCPQNLSHRAMDWAPCLMSCLIDANKAIREKALLWSLETGHVLYRDKLVAR----AVLACLREA--VNEK---LFVQLVYERFQTIATEE---DDGVFVSHAWAAIITILGGSR----IS-SW---EHFNTWLKVIQVCFNSTNPL-TKCAAQTAWIRLIHEF   142
Zygosaccharomyces rouxii NSTKIVATAVSTTLDLLKKCLDFSKGHEEIYRCVEVLFVKDVVPKKLLTKLTP--SQDDNLD---SIAQQ---TLGQLLRKQIRYLIVAK---QEYKLAMDLWLALTGLLYNNI--DRLDYLST--HIDNEWLSLNLLCFHASSAQ-AKLLSIKVWRVLTYSI   147
Glomerella graminicola QSKQLMVLHS-DWLNDLLTDMLSRVKELRSAAISLGFEAVYTFGKEKSLSR----KVMELFDT----SIE-EMKFAEYYHQQLRSMAKDKDDRQLTAAVPKIWSVIILFLRCP-----LD-RW---QFFNQWLQLIQMGFNNNDHPQTKQEANFAWNRFVWSM   144
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Paracoccidioides brasiliensis LQQSAMAAHAELWIDQLVTALLHNFKEVRTRAIRFGKLAAVVLGPNFTVSF----VLKDVLGYT--LSDS--SHLITEVCGRLTEMISDP---EAGPHVPQIWSVIILLLRSRR--WSIG-SW---SHLKEWLLVIQKCFNCSDPA-TKSQALMAWDLFVYAL   145
Kluyveromyces lactis TSAKTRSCCNLIILDLLRKCISNDKVRTAIIEIESLSLKSVVENCPFGTEVD--VEYTEFIK---------DQTLGTALCNKLISLMNDK---EEYKLSMDFWLGMTGLLFNST--KNLS-LLLEPVGSR-WLAVNDVCFNSKKSN-LRGIAIKNRRILNYMI   144
Lodderomyces elongisporus SSGSNSNFNSDLGLNSVPVTLGKEVEEV-----EVEVEVEVEEEEEEEEEK----KKEDSLRN--------HYQIIDLVLFQIKEIIQAG----SFKLAMDMWMALTTLIGDGD--QSFE-SW---DHLNDWLQIPRHCFNAQDPS-ARVLAIVSWKSVCFNI   135
Hydra magnipapillata HTPYVCSTSTKILAAEILIQLLMKPED------RIKTKLKLEIFKGPALDE---SNLVTYFP-----------KIYSFVLNATESYLSSN-----ETEVTQLWAALFSAF-------G-DIN--------------------NEGE----HYKTIWKELIFGL   106
Aedes aegypti AALIHMLGPAGRVTDTLIQDVCESNSG-------KNGAISFTAGLNGEKTI----ISPKLFSLK--------AKLIINSCTECTVLFSQMKDKDYMELNRCLWKNLLARVEQEQ---AI--SR---VEMFSWIRENLNALISLSTK----LQDEAIKELIYDI   132
Ixodes scapularis LSDALLAAVLGDWCYLPLICLLRENSS----------------------------LQQE---------------ALSVLCNHRKAVFKQR------KGDPRVYPLIKDCLQ-----KNV-------PSVNALLEVIEKPLG-SAKPELRCQALEAWRVLIDTL   101
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