1.0-
i ‘
0.9-
K562
TGAGTCAT
% 0.8-
3
HeLa-S3 2 07
TGAGTCTT g "

i TCA

0 - & érl.ncol\co
5/

AP-1 sequence motif K562/K562 K562/Hela Hela/HelLa Hel.a/K562

Peak type / Genotype



