Additional file 3: Orc/Cdc6 homologues encoded in the haloarchaeal genomes analyzed in this study.

* Orc/Cdc6 proteins whose number of amino acids is less than 300. 1 Locus in NCBI is used if the Orc/Cdc6 protein is assigned with name, or the locus_tag is replaced. 2 Transposases encoded by insertion sequence (IS)-elements and/or integrases are found near these Orc/Cdc6 proteins.

Halalkalicoccus jeotgali B3 (CP002062-68)
	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 2

	Chromosome 

	1
	YP_003735318
	HacjB3_00665
	+
	-

	2
	YP_003735402
	Cdc6
	-
	-

	3
	YP_003735722
	Cdc6
	-
	-

	4
	YP_003736848
	HacjB3_08365
	+
	-

	Plasmid 1

	5
	YP_003738294
	HacjB3_15716
	+
	+

	6
	YP_003738531
	HacjB3_16951*
	
	

	7
	YP_003738570
	HacjB3_17166
	+
	-

	Plasmid 2

	8
	YP_003738627
	HacjB3_17468
	+
	-

	9
	YP_003738665
	HacjB3_17658
	+
	-

	10
	YP_003738721
	HacjB3_17938
	+
	-


Haloarcula hispanica ATCC 33960 (CP002921-23)
	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 2

	Chromosome

	1
	YP_004794626
	Cdc6A
	+
	-

	2
	YP_004794759
	Cdc6B
	-
	-

	3
	YP_004795860
	Cdc6C
	-
	-

	4
	YP_004796254
	Cdc6D
	+ (deficient)
	+

	5
	YP_004796444
	Cdc6E
	+
	-

	6
	YP_004797389
	Cdc6F
	-
	+

	Mini-chromosome

	7
	YP_004785663
	Cdc6G
	+
	-

	8
	YP_004785785
	Cdc6H
	+
	+

	9
	YP_004785833
	Cdc6I
	+
	-

	10
	YP_004786038
	Cdc6J
	+
	+

	Megaplasmid

	11
	YP_004786119
	Cdc6K
	+
	


Haloarcula marismortui ATCC 43049 (AY596290-98)
	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 2

	Chromosome I

	1
	YP_135272
	Cdc6j
	-
	+

	2
	YP_135723
	Cdc6i
	+
	+

	3
	YP_135910
	Cdc6h
	+
	-

	4
	YP_136192
	Cdc6g
	+
	+

	5
	YP_136193
	Cdc6f*
	
	

	6
	YP_136906
	Cdc6e
	-
	+

	7
	YP_137185
	Cdc6d
	+
	-

	8
	YP_137318
	Cdc6
	-
	-

	Chromosome II

	9
	YP_137925
	Cdc6b
	+
	+

	10
	YP_137977
	Cdc6a
	+
	-

	pNG700

	11
	YP_134598
	Cdc6k
	+
	-

	pNG600

	12
	YP_134416
	Cdc6m
	+
	-

	13
	YP_134425
	Cdc6l
	-
	-

	pNG500

	14
	YP_134157
	Cdc6o
	+
	+

	15
	YP_134241
	Cdc6n
	+
	+

	pNG300

	16
	YP_134051
	Cdc6p
	-
	

	pNG100

	17
	YP_133987
	Cdc6q
	+
	+


Halobacterium salinarum R1 (AM774415-19)
	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 2

	Chromosome 

	1
	YP_001688290
	OE1076F (orc10)
	+
	+

	2
	YP_001689216
	Orc8
	+
	-

	3
	YP_001690034 
	Cdc6
	-
	-

	4
	YP_001690150
	Orc7
	+
	-

	pHS1

	5
	YP_001690439
	OE7105F
	-
	+

	6
	YP_001690446
	OE7115F
	+
	+

	pHS2

	7
	YP_001690830
	Orc4
	+
	+

	8
	YP_001690940
	OE6225F
	-
	+

	9
	YP_001690947
	OE6235F
	+
	+

	10
	YP_001690980 
	OE6288R
	+
	+

	pHS3

	11
	YP_001690565
	Orc1
	-
	+

	12
	YP_001690594
	Orc3*
	-
	+

	13
	YP_001690655
	Orc5
	+
	-


Halobacterium sp. NRC-1 (AE004437-38; AF016485)
	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 2

	Chromosome 

	1
	NP_279204
	Orc10
	+
	+

	2
	NP_280108
	Orc8
	+
	-

	3
	NP_280907
	Cdc6
	-
	-

	4
	NP_281018
	Orc7
	+
	-

	pNRC200

	5
	NP_395642
	Orc9
	-
	-

	6
	NP_395688
	Orc1
	-
	-

	7
	NP_395700
	Orc2*
	-
	

	8
	NP_395719
	Orc3*
	-
	

	9
	NP_395780
	Orc5
	+
	

	10
	NP_395848.1
	Orc4
	+
	+

	pNRC100

	11
	NP_046015
	Orc9
	-
	-


Haloferax volcanii DS2 (CP001953-57)
	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 2

	Chromosome 

	1
	YP_003534076
	Orc1
	+
	-

	2
	YP_003534270
	Orc9
	-
	-

	3
	YP_003534696
	Orc2
	+
	-

	4
	YP_003535584
	Orc15
	-
	-

	5
	YP_003535768
	Orc5
	+
	-

	6
	YP_003536068
	Orc4
	+
	+

	7
	YP_003536157
	Orc16
	-
	-

	8
	YP_003536317
	Orc14
	-
	+

	9
	YP_003536318
	Orc11*
	-
	+

	pHV4

	10
	YP_003533463
	Orc3
	+
	+

	11
	YP_003533525
	Orc13
	+
	+

	12
	YP_003533533
	Orc12
	-
	+

	13
	YP_003533715
	Orc7
	+
	+

	pHV3

	14
	YP_003533081
	Orc6
	+
	-

	pHV1

	15
	YP_003537021
	Orc10
	+
	+

	16
	YP_003537073
	Orc8
	+
	+


Halogeometricum borinquense DSM 11551 (CP001690-95)
	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 2

	Chromosome 

	1
	YP_004035096
	Hbor_00440
	-
	-

	2
	YP_004035261
	Hbor_02110
	+
	-

	3
	YP_004035472
	Hbor_04290
	-
	-

	4
	YP_004036490
	Hbor_14700
	+
	

	5
	YP_004036705
	Hbor_16920
	-
	

	pHBOR01

	6
	YP_004044301
	Hbor_31040
	+
	-

	pHBOR02

	7
	YP_004038009
	Hbor_33490
	-
	-

	8
	YP_004038104
	Hbor_34470
	+
	+

	pHBOR03

	9
	YP_004044608
	Hbor_39380
	+
	-

	10
	YP_004044619
	Hbor_39490
	-
	-

	11
	YP_004044622
	Hbor_39520
	+
	-

	pHBOR04

	12
	YP_004038327
	Hbor_36740
	+
	+


Halomicrobium mukohataei DSM 12286 (CP001688-89)
	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 2

	Chromosome 

	1
	YP_003176653
	Hmuk_0815
	+
	-

	2
	YP_003176838
	Hmuk_1003
	-
	-

	3
	YP_003177635
	Hmuk_1814
	
	-

	pHmuk01

	4
	YP_003175707
	Hmuk_3249
	+
	-


Halopiger xanaduensis SH-6 (CP002839-42) 

	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 2

	Chromosome

	1
	YP_004595931
	Halxa_1419
	+
	-

	2
	YP_004596091
	Halxa_1580
	-
	-

	3
	YP_004596528
	Halxa_2024
	+
	-

	4
	YP_004596810
	Halxa_2306
	-
	-

	5
	YP_004597156
	Halxa_2660
	+
	-

	6
	YP_004597848
	Halxa_3357
	+
	-

	7
	YP_004598054
	Halxa_3564
	+
	-

	8
	YP_004598664
	Halxa_4182
	-
	-

	9
	YP_004598738
	Halxa_4257
	-
	+

	pHALXA01

	10
	YP_004586024
	Halxa_0635
	+
	-

	pHALXA02

	11
	YP_004598864
	Halxa_0082
	+
	-


Haloquadratum walsbyi DSM 16790 (AM180088-89)
	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 2

	Chromosome 

	1
	YP_656788
	Cdc6_1
	+
	-

	2
	YP_657497
	Cdc6_
	-
	-

	3
	YP_658656
	Cdc6_*
	
	

	4
	YP_658657
	HQ2953A*
	
	

	5
	YP_658659
	HQ2955A*
	
	

	6
	YP_658663
	HQ2959A (Cdc6_)
	+
	+

	8
	YP_658960
	Cdc6_*
	
	

	9
	YP_658961
	Cdc6_
	-
	+

	10
	YP_659341
	Cdc6 
	-
	-


Halorhabdus utahensis DSM 12940 (CP001687)
	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 3

	Chromosome 

	1
	YP_003129971
	Cdc6
	-
	-

	2
	YP_003129991
	Huta_1077
	+
	+

	3
	YP_003130520
	Huta_1613
	+
	-

	4
	YP_003130630
	Huta_1725
	-
	-

	5
	YP_003130789
	Huta_1887
	-
	-


Halorubrum lacusprofundi ATCC 49239 (CP001365-67)
	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 2

	Chromosome I

	1
	YP_002564677
	Hlac_0001
	+
	-

	2
	YP_002565743
	Hlac_1078
	+
	+

	3
	YP_002565750
	Hlac_1085
	-
	+

	4
	YP_002566182
	Hlac_1524
	+
	-

	5
	YP_002567272
	Cdc6
	-
	-

	Chromosome II

	6
	YP_002564204
	Hlac_2747
	+
	+

	7
	YP_002564283
	Hlac_2833
	+
	+

	8
	YP_002564394
	Hlac_2958
	+
	+

	9
	YP_002564429
	Hlac_2997
	+
	-

	10
	YP_002564636
	Hlac_3217
	-
	+

	pHLAC01

	11
	YP_002567439
	Hlac_3320
	-
	+

	12
	YP_002567484
	Hlac_3367
	+
	+

	13
	YP_002567617
	Hlac_3512
	+
	+

	14
	YP_002567643
	Hlac_3539
	+
	+

	15
	YP_002567740 
	Hlac_3641
	+
	+


Haloterrigena turkmenica DSM 5511 (CP001860-66)
	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 2

	Chromosome 

	1
	YP_003401575
	Htur_0001
	+
	-

	2
	YP_003402081
	Htur_0510
	+
	-

	3
	YP_003402276
	Htur_0706
	-
	-

	4
	YP_003402720
	Htur_1155
	+
	-

	5
	YP_003402817
	Htur_1254
	-
	-

	6
	YP_003403401
	Htur_1843
	+
	-

	7
	YP_003403985
	Htur_2434
	+
	-

	8
	YP_003404109
	Htur_2559
	+
	-

	9
	YP_003404500
	Htur_2959
	-
	-

	10
	YP_003404690
	Htur_3152
	+
	+

	11
	YP_003405169
	Htur_3634
	-
	-

	pHTUR01

	12
	YP_003405444
	Htur_3916
	+
	+

	pHTUR02

	13
	YP_003406218
	Htur_4773
	+
	+

	pHTUR04

	14
	YP_003406514
	Htur_5210
	+
	-

	15
	YP_003406526
	Htur_5222
	+
	-

	16
	YP_003406548
	Htur_5244
	+
	-


Natrialba magadii ATCC 43099 (CP001932-35)
	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 2

	Chromosome

	1
	YP_003478163
	Nmag_0001
	+
	-

	2
	YP_003478520
	Nmag_0368
	+
	+

	3
	YP_003479064
	Nmag_0918
	+
	-

	4
	YP_003479076
	Nmag_0930
	-
	-

	5
	YP_003480063
	Nmag_1930
	+
	-

	6
	YP_003480197
	Nmag_2065
	-
	-

	7
	YP_003480447
	Nmag_2323
	+
	+

	8
	YP_003480812
	Nmag_2694
	-
	-

	pNMAG01

	9
	YP_003481723
	Nmag_3611
	+
	-

	pNMAG02

	10
	YP_003482062
	Nmag_3963
	+
	+

	11
	YP_003482070
	Nmag_3972*
	
	


Natronomonas pharaonis DSM 2160 (CR936257-59)
	
	Accession number
	Locus (Locus_tag) 1
	Replication origin associated
	Transposase 2

	Chromosome 

	1
	YP_325954
	Cdc6
	-
	-

	2
	YP_325958
	Cdc6_1
	+
	-

	3
	YP_327196
	Cdc6_3
	+
	-

	4
	YP_327276
	Cdc6_4
	-
	+

	pL131

	5
	YP_327730
	Cdc6_5
	+
	+


