Table 1: Top enriched KEGG pathways (P<0.01) with significantly increased genes 15 days postpartum (P<0.05; adjusted P<0.1).
	Enriched KEGG Pathways 15 DPP
	P-value

	
	Over Represented
	Under Represented

	Input - Genes with a P-value < 0.05

	Primary immunodeficiency
	3.26E-17
	1.00E+00

	T cell receptor signaling pathway
	5.63E-14
	1.00E+00

	Natural killer cell mediated cytotoxicity
	9.16E-14
	1.00E+00

	Hematopoietic cell lineage
	1.90E-13
	1.00E+00

	Cytokine-cytokine receptor interaction
	1.38E-11
	1.00E+00

	Input - Genes with an adjusted P-value < 0.1

	PPAR signaling pathway
	6.19E-03
	1.00E+00

	Rheumatoid arthritis
	7.63E-03
	1.00E+00

	Graft-versus-host disease
	3.36E-02
	9.99E-01

	Allograft rejection
	3.86E-02
	9.99E-01

	Autoimmune thyroid disease
	4.19E-02
	9.99E-01


