Supplementary Figure 1
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number of samples H-H:  Human gut microbiome reads map to the 3.3 M human gut microbiome gene set

H-G:  Human gut microbiome reads map to the guinea pig gut microbiome gene set
G-G:  Guinea pig gut microbiome reads map to the guinea pig microbiome gene set
G-H:  Guinea pig gut microbiome reads map to the 3.3M human gut microbiome gene set.



