EpapGV
119082 bp

hrda hrdbh

A2 B1

Direct repeats:

A1 TACGTGACAATAACAAAGTAATTAACCTTGA (31 bp)
A2: TACGTGACAATAACAAAGTAATTAACCTTGA (31 bp)

BQ: CTTGTGTGACTGTTACAACTCGTGETT CGA-
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hri3b 83089

hri3c 83350
hreb 29354
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hro 57008
hri1 61297
Consensus LTGATGTCGAATGTA AAAT AAARA TT A A TTTT AATTTC ACATTCGACATCAT
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Consensus EpapGV ATGATGTCGAATGTG--N (19-34) —-—-CACATTCGACATCAT
Consensus other GVs ATGAGTCCGAGT-T---N(39-296) ———-A-ACTCGGACTCAT
Consensus ATGA CGA T T A A TCG TCAT

ORF 17 ORF 18 Al B2 ORF 19

B CTTeTGTEACTET TACAAC TOGTGATTCEATTCOACCAATCTTATGTAATTGETATAACACETGETTOGATTCCACEGA [79 bp}

AATCTTATGTAATTGGTATAACACGTGGTTOGATTCCACCEA (T2 bp)
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