
0M
0.5M

1
M

1
.5

M

2M

2.5M3M
3.

5
M

4
M

4 .
5M

B. cereus ATCC 10987 
5,224,283 bp

GENOME ATLAS

Center for Biological Sequence Analysis
http://www.cbs.dtu.dk/

Intrinsic Curvature
dev
avg

0.20 0.24

Stacking Energy
dev
avg

-7.73 -6.97

Position Preference
dev
avg

0.14 0.16

Annotations:

CDS +

CDS -

rRNA

tRNA

Quasi-palindromes
dev
avg

0.21 0.37

Perfect-palindromes
dev
avg

0.01 0.06

GC Skew
fix
avg

-0.10 0.10

Percent AT
fix
avg

0.30 0.70

Resolution: 2090


