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Intrinsic Curvature

n b [

0.20 0.24
Stacking Energy

avg
=773 -6.97

Position Preference

dev

avg
0.14 0.16
Annotations:
D ma
o
Quasi-palindromes
dev
avg
0.21 0.37
Perfect-palindromes
dev
avg
0.01 0.06
GC Skew
B il
avg
-0.10 0.10
Percent AT
I o
avg
0.30 0.70

Resolution: 2090
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