
Additional file 5 - Relative Abundance Data generated by REST 

Cq measurements and efficiencies were processed in the Relative Expression 

Software Tool REST v2.0.13.0 in order to estimate relative transcript abundance, and 

thus compare transcript abundance between ovaries and eggs. Randomisation (2000 

iterations)-based statistics to determine normalised (based on 3 reference genes) and 

non-normalised relative expression or abundance. Normalised and non-normalised 

REST statistics are presented, including Standard Error (Std. Error), 95% Confidence 

Interval (C.I.) and P-value. 

 

 


