Number of copies and

IS Name Family - Group IR left IR right DNA allelic % identity DR Length
ISNcyl-al IS256 GGGAGTGTCTAATTAACGGCGGATCT AGATCAGCCGTTAACTGGACACACCC 1400
ISNcyl-a2 IS256 GGGAGTGTCTAATTAACGGCGGATCT AGATCAGCCGTTAACTGGACACACCC 4 copies with 1384
ISNcyl-a3 IS256 GGGAGTGTCTAATTAACGGCGGATCT AGATCAGCCGTTAACTGGACACACCC 100 % identities 1386
ISNcyl-a4
(fragment) Is256 none AGATCAGCCGTTAACTGGACACACCC 512

% ISNcy2-al IS3 - ISs51 TGAATCCCCCCGGC TCCGGAGC:C GTCTCCGGA! GCCGGGGGGATTCA 3 copies from 1343
ys ISNcy2-a2 IS3 - Is51 TGAATCCCCCCGGC TCCGGAGC:C GTCTCCGGA GCCGGGGGGATTCA 82 to 100 % identities 1349
o ISNcy2-b IS3 - Is51 TGAATCCCCCCGGC TCCGGAGC:C GTCTCCGGAC CCGGGGCGATTCA 1350
% ISNcy3 Tn3 GGGGTTCCGGTAGTAACCGCCGAAGAATCAACGGATATGGCGTAGC GCTACGCCATATCCGTTGGTTTTTCGGCGGTTACTACCGGAACCCC 2166
E ISNcy4 Tn3 CGGGGTCGCCGTAGTATCGGCCGATTTTCGGGCGGATATGGCGTA TACGCCATATCCGCCCGAAATTCGGCCGATACTACGGCGACCCCG 6178
S ISNcy5 1S200/1S605 none none 375
= ISNcy6 1S200/1S605 none none 1143
ISNcy7 ISNCY none none 1005
ISNcy8 IS3 - ISs51 none none 309
ISNcy9 ISNCY none none 534
ISNcyl0 Is21 none none 207
ISNcyll ISNCY CGGC! ATCGAACTACACAAC GTTCTGTACCTCGCT GCCG 906
ISNfal-a Is481 TGTTGCGGGTCGTGACGTTGGTGACGCGGTGGCGGTGGTGAGCTGAGGGC ACCAGCCAGCCGCCTCCACACCGGCGTCACCAACGTCACGGCCTCATACA 2 copies with 1112
ISNfal-b Is481 TGTTGCGGGTCGTGACGTTGGTGACGCGGTGGCGGTGGTGAGCTGAGGGC ACCAGCCAGCCGCCTCCACACCGGCGTCACCAACGTCACGGCCTCATACA 99 % identities 1113
ISNfa2-a IS5 - Is427 CTAGGCGGTGTCTCGAAGTAG CTACTTCGAGACACCGCCTAG 1048
ISNfa2-b IS5 - Is427 CTAGGCAGTGTCTCGAAGTAG CTACTTCGAGACACCGCCTAG 1048
ISNfa2-c IS5 - 15427 none none 906
ISNfa2-d IS5 - Is427 CTAGGCGGTGTCTCGAAGTAG CTACTTCGAGACACCGCCTAG 8 copies from 1048
ISNfa2-e IS5 - 15427 CTAGGCGGTGTCTCGAAGTAG CTACTTCGAGACACCGCCTAG 72 to 99 % identities 1048
ISNfa2-f IS5 - Is427 CTAGGCAGTGTCTCGAAGTAG CTACTTCGAGACACCGCCTAG 1048
ISNfa2-g IS5 - Is427 CCTAGGCGGTGTCTCGAAGTAG CTACTTCGAGACACCGCCTAGG 1051
ISNfa2-h IS5 - Is427 CTAGGCAGTGTCTCGAAGTAG CTACTTCGAGACACCGCCTAG 1048
ISNfa3 IS5 - 15427 none none 411
S 1IsNfad 1S200/15605 none none 1221
€ IsNfa5 1S200/1S605 none none 1146
O IsNfaé6 IS5 - Is427 none none 321
& ISNfa7 Is481 none none 1032
2‘ ISNfas8 15630 CCTAGTGCCGCG CGCGGCACTAGG 1199
ISNfa9 IS3 -IS3 none none 366
IsNfalO IS3 - 15407 none none 246
ISNfall IS3 -IS3 none none 255
IsNfal2 IS3 -IS3 none none 928
ISNfal3 IS3 -IS3 none none 351
ISsNfald IS3 - Is51 none none 309
ISNfal5 IS5 - Is427 none none 1107
ISNfapl-a Tn3 GGGGTAGCCGTAGCATCCGCCGAAAATCAGGCGGATATGGCGT ACGCCATATCCGCCCGATTTTCGGCAAATGCTACGGCTACCCC 2 copies with 7260
ISNfapl-b 85 % identities
(fragment) Tn3 none none none 696
ISNfap2 IS3 - IS51 none none none 234




