[bookmark: OLE_LINK176][bookmark: OLE_LINK10][bookmark: OLE_LINK11][bookmark: OLE_LINK171][bookmark: OLE_LINK172][bookmark: OLE_LINK173][bookmark: OLE_LINK36][bookmark: OLE_LINK74][bookmark: OLE_LINK174][bookmark: OLE_LINK77][bookmark: OLE_LINK95][image: E:\文章\GH3\figure5.png]AtGH3 expression patterns under phytohormone and biotic/abiotic stress. The gene expression search engine Genevestigator (http://www.genevestigator.ethz.ch/), coupled with Arabidopsis microarray data, was used to generate these results. The color scale represents the relative RNA level, as indicated. The AGI gene names of Arabidopsis GH3 proteins are: AtGH3-1, AT2G14960; AtGH3-2/YDK1, AT4G37390; AtGH3-3, AT2G23170; AtGH3-4, AT1G59500; AtGH3-5, AT4G27260; AtGH3-6/DFL1, AT5G54510; AtGH3-7, AT1G23160; AtGH3-8, AT5G51470; AtGH3-9, AT2G47750; AtGH3-10, AT4G03400; AtGH3-11/FIN219/JAR1, AT2G46370; AtGH3-12, AT5G13320; AtGH3-13, AT5G13350; AtGH3-14, AT5G13360; AtGH3-15, AT5G13370; AtGH3-16, AT5G13380; AtGH3-17, AT1G28130; AtGH3-18, AT1G48660; AtGH3-19, AT1G48670; and AtGH3-20, AT1G48690. AtGH3-2/YDK1, AT4G37390, AtGH3-14, AT5G13360, and AtGH3-15, AT5G13370 were detected using the same microarray probes.
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Biotic

P. sytingae pv. tomato study § (Ws-0) / mock-inoculated leaf samples (Ws-0)
Hormone

ABA (1h) { mocktreated seediings (1h)

ABA (30min) { mocktreated seediings (30min)

ABA (3h) { mocktreated seediings (3n)

ABA study & (Col-0) / untrzated plant samples (Col-0)

ABA study 6 (Col-0) / untrzated plant samples (Col-0)

1AA (1h) / mock reated ssediings (1h)

1A (30min) / mock reated sesdiings (30min)

1AA (3h) / mock reated ssediings (3)

1AA study 7 (Cok0) / unireated seedling samples (Col-0)

1A study 8 (Cok0) / unireated seedling samples (Col-0)

MeJa study 2 (1h) / mock treated seediings (1h)

MeJa study 2 (30min) / mock treated seediings (30min)

MeJa study 2 (3h) / mock treated seediings (3h)

NAA (1) / untreated leaf disc samples (Col-0)

NAA (20) / untreated leaf disc samples (Col-0)

salicylc acid study 4 (Col-0)/ sitwet L77 treated Col-0 leaf samples (4h)

salicylc acid study § (Col-0)/ silwet L77 tieated Col-0 leaf samples (28)

salicylc acid study 6 (Col-0)/ silwet L77 tieated Col-0 leaf samples (52h)
stress

cold (earl)  untreated green tissus samples (early)

cold (iate)  untreated green tissue samples (1ate)

cold study 10 (1) { untreated seedling samples (soi)

cold study 10 (24h) { untreated seediing samples (soi)

cold study 10 (7) { untreated seedling samples (soi)

cold study 2 (early) / unireated root samples (sarh)

cold study 2 (i) unireated root samples (ate)

drought study 2 (Col-0) { untreated Ieaf samples (Col-0)

drought study 3 (early) / unireated areen tissue samples (sarly)

drought study 3 (lats)  untreated green tissus samples (1ate)

drought study 4 (early) / unireated root samples (sarh)

drought study 4 (lats) / untrsated root samples (lats)

heat (green)  untreated green tissus samples (early)

heat (roots) / unireated root samples (sarh)

heat study 6 (Col-0)/ untreated all aerial tissue samples (Col-0)

salt (sarh)  untrzated grasn tissue samples (sarh)

salt(ate) | unireated green tissue samples (lats)

saltstudy 2 (sarh)  untreated root samples (sarly)

salt study 2 (1ate) / untreated root samples (Iate)





