seq
TAACAGTCTACAGCCATGGTCG
AACAGTCTACAGCCATGGTCG
AACAGTCTACAGCCATGGTCGT
ACAGTCTACAGCCATGGTCGT
ACAGTCTACAGCCATGGTCGTC
ACAGTCTACAGCCATGGTCGTT
TAACAGTCTACAGCCATGGTCGT
TAACAGTCTACAGCCATGGTCGTT
TAACAGTCTACATCCATGGTCGT
ACAGGCTACAGCCATGGTCGTT
ACAGTCTACAGCCATGGTTGTT
TAACAGTCTACAGCCATGGGCG
TAACAGTCTACAGCCATGGGCGT
TAACAGTCTACAGCCATGGTAG
TAACAGTCTACAGCCATGGTC
TAACAGTCTACAGCCATGGTCGAA
TAACAGTCTACAGCCATGGTCT
TAACAGTCTACAGCCATGGTCTT
TAACAGTCTACAGCCATGTTCGT
TAACAGTCTACAGTCATGGTCGT
AGCTACATTGGCTGCTGGGTTT
AGCTACATTGTCTGCTGGGGTT
AGCTACATTGTCTGCTGGGGTTC
AGCTACATTGTCTGCTGGGT
AGCTACATTGTCTGCTGGGTT
AGCTACATTGTCTGCTGGGTTT
AGCTACATTGTCTGCTGGGTTTA
AGCTACATTGTCTGCTGGGTTTC
AGCTACATTGTCTGCTGGGTTTCA
AGCTACATTGTCTGCTGGGTTTCT
AGCTACATTGTCTGCTGGGTTTT
AGCTACATTGTCTGCTGGGTTTTT
AGCTACATTGTCTGCTGTGTTT
AGCTACATTGTCTGCTGTGTTTC
AGCTACATTGTCTGCTGTGTTTT
AGCTACATTGTCTGCTTGGTT
AGCTACATTGTCTGCTTGGTTT
AGCTACATTGTCTGCTTGGTTTC
AGATACATTGTCTGCTGGGTTT
AGCGACATTGTCTGCTGGGTTT
AGCTACAGTGTCTGCTGGGTTT
AGCTACAGTGTCTGCTGGGTTTC
AGCTACATTGGCTGCTGGGTTTC
AGCTACATTGTATGCTGGGTTT
AGCTACATTGTCTGCTGGGGTTT
AGCTACATTGTCTGCTGGGTTA
AGCTACATTGTCTGCTGGGTTTAA
AGCTACATTGTCTGCTGGGTTTTA
AGCTACATTGTCTGGTGGGTTT
AGCTACATTGTCTGGTGGGTTTC
AGCTACATTGTCTGGTGGGTTTT
AGCTACATTGTCTGTTGGGTTT
AGCTACATTGTCTGTTGGGTTTC
AGCTACATTGTGTGCTGGGTTT
AGCTACATTGTGTGCTGGGTTTC
AGCTACATTGTGTGCTGGGTTTT
AGCGACATTGTCTGCTGGGTTTC
AGCTACAGTGTCTGCTGGGTTTT
AGCTACATTGGCTGCTGGGTTTT
AGCTACATTGTCTGCTGGGTTTAT
CGCTACATTGTCTGCTGGGTTT
CGCTACATTGTCTGCTGGGTTTC
ATCTACATTGTCTGCTGGGTT
ATCTACATTGTCTGCTGGGTTT
ATCTACATTGTCTGCTGGGTTTC
ATCTACATTGTCTGCTGGGTTTCT
ATCTACATTGTCTGCTGGGTTTT
CAGCTACATTGTCTGCTGGGTTTC
GCTACATTGTCTGCTGGGTTT
GCTACATTGTCTGCTGGGTTTC
GCTACATTGTCTGCTGGGTTTT
GCTACATTGTCTGCTTGGTTTC
GGCTACATTGTCTGCTGGGTTT
GGCTACATTGTCTGCTGGGTTTC
TGCTACATTGTCTGCTGGGTTT
TGCTACATTGTCTGCTGGGTTTC
TGCTACATTGTCTGCTGGGTTTT
AGCTACATTGTCTGCTGGGTTTCAA
AGCTACATTGTCTGCTGGTTTT
AGCTACATTGTCTGCTGGTTTTC
AGCTACATTGTCTGCTTGGTTTT
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AGCTACAGCTGGCTACTGGG 20 hsa-miR-222 0 T 0 8GT 2 NA NA NA NA NA 1 NA NA
AGCTACAGCTGGCTACTGGGTCT 23 hsa-miR-222 0 qCT 0 8GT 3 6 11 28 11 44 0 0 0
AGCTACATCTGGCTACTGG 19 hsa-miR-222 0 tGT 0 0 2 4 NA NA NA 56 0 0 NA
AGCTACATCTGGCTACTGGG 20 hsa-miR-222 0 T 0 0 60 16 15 61 16 103 0 0 0
AGCTACATCTGGCTACTGGGT 21 hsa-miR-222 0 0 0 0 19 7 19 458 18 576 0 0 0
AGCTACATCTGGCTACTGGGTC 22 hsa-miR-222 0 qC 0 0 13 14 29 491 47 785 0 0 0
AGCTACATCTGGCTACTGGGTCA 23 hsa-miR-222 0 qC qA 0 4 4 6 73 4 82 0 0 0
AGCTACATCTGGCTACTGGGTCT 23 hsa-miR-222 0 qCT 0 0 73 182 231 3690 384 5980 0 0 0
AGCTACATCTGGCTACTGGGTCTC 24 hsa-miR-222 0 gCTC 0 0 25 273 445 2327 1189 9252 0 0 0
AGCTACATCTGGCTACTGGGTCTT 24 hsa-miR-222 0 qCT qT 0 3 48 63 351 60 884 0 0 0
AGCTACATCTGGCTACTGGT 20 hsa-miR-222 0 tGT qT 0 3 NA NA NA NA NA 0 NA NA
AGCTACATCTGGCTACTGGTT 21 hsa-miR-222 0 0 0 207G 2 NA NA 9 NA NA 0 NA NA
AGCTACATCTGGCTACTGGTTCT 23 hsa-miR-222 0 qCT 0 207G 2 NA 4 136 NA 98 0 NA 0
AGCTACATCTGGCTACTGTGTCT 23 hsa-miR-222 0 qCT 0 19TG 2 NA NA 40 NA 46 0 NA NA
AGCTACATCTTGCTACTGGG 20 hsa-miR-222 0 T 0 117G 2 NA NA NA NA NA 0 NA NA
AGCTACATCTTGCTACTGGGT 21 hsa-miR-222 0 0 0 117G 2 NA NA NA NA NA 0 NA NA
AACTACATCTGGCTACTGGGTCTC 24 hsa-miR-222 0 gCTC 0 2AG NA 2 NA NA NA NA NA 1 NA
AGATACATCTGGCTACTGGGTCTC 24 hsa-miR-222 0 gCTC 0 3AC NA 4 6 NA 9 60 NA 0 0
AGCGACATCTGGCTACTGGGTCT 23 hsa-miR-222 0 qCT 0 4GT NA 3 7 NA 9 NA NA 0 0
AGCGACATCTGGCTACTGGGTCTC 24 hsa-miR-222 0 gCTC 0 4GT NA 4 17 NA 14 58 NA 0 0
AGCTACAGCTGGCTACTGGGTCTC 24 hsa-miR-222 0 gCTC 0 8GT NA 7 20 22 26 94 NA 0 0
AGCTACAGCTGGCTACTGGGTCTT 24 hsa-miR-222 0 qCT qT  8GT NA 2 3 NA NA NA NA 0 0
AGCTACATCTGGCTACAGGGTCTC 24 hsa-miR-222 0 gCTC 0 17AT  NA 2 NA NA NA NA NA 0 NA
AGCTACATCTGGCTACGGGGTCTC 24 hsa-miR-222 0 gCTC 0 17GT NA 3 4 NA NA NA NA 0 0
AGCTACATCTGGCTACTGGGTCAT 24 hsa-miR-222 0 qC gAT 0 NA 2 NA 12 NA NA NA 0 NA
AGCTACATCTGGCTACTGGGTCTA 24 hsa-miR-222 0 qCT  qA 0 NA 6 6 61 14 190 NA 0 0
AGCTACATCTGGCTACTGGGTTT 23 hsa-miR-222 0 0 qrT 0 NA 3 9 51 4 90 NA 0 0
AGCTACATCTGGCTACTGGTTCTC 24 hsa-miR-222 0 gCTC 0 20TG NA 2 3 70 11 138 NA 0 0
AGCTACATCTGGCTACTGGTTCTT 24 hsa-miR-222 0 qCT qT  20TG NA 2 NA 17 NA NA NA 0 NA
AGCTACATCTGGCTATTGGGTCTC 24 hsa-miR-222 0 gCTC 0 16TC NA 4 NA NA NA NA NA 0 NA
AGCTACATCTGGCTATTGGGTTT 23 hsa-miR-222 0 0 qTT 16TC NA 2 NA NA NA NA NA 0 NA
AGCTACATCTGGTTACTGGGTCT 23 hsa-miR-222 0 qCT 0 13TC  NA 2 NA NA 5 NA NA 0 NA
AGCTACATCTGGTTACTGGGTCTC 24 hsa-miR-222 0 gCTC 0 13TC  NA 6 4 NA 7 NA NA 0 0
AGCTACATCTGGTTACTGGGTCTT 24 hsa-miR-222 0 qCT qT 13TC NA 2 NA NA NA NA NA 0 NA
AGCTACATCTGTCTACTGGGTCTC 24 hsa-miR-222 0 gCTC 0 12TG  NA 2 3 16 9 45 NA 0 0
AGCTTCATCTGGCTACTGGGTCT 23 hsa-miR-222 0 qCT 0 5TA NA 2 NA NA NA NA NA 0 NA
GCTACATCTGGCTACTGGGTCTC 23 hsa-miR-222 tA gCTC 0 0 NA 2 NA NA NA 40 NA 0 NA
AGATACATCTGGCTACTGGGTCT 23 hsa-miR-222 0 qCT 0 3AC NA NA 3 NA 5 NA NA NA 1
AGCTACATCTGGCTACTGCGTCTC 24 hsa-miR-222 0 gCTC 0 19CG NA NA 5 NA NA NA NA NA 0
AGCTACATCTGGCTACTGTGTCTC 24 hsa-miR-222 0 gCTC 0 19TG  NA NA 5 36 5 88 NA NA 0
AGCTACATCTGGCTACTTGGTCT 23 hsa-miR-222 0 qCT 0 18TG NA NA 7 57 NA 52 NA NA 0
AGCTACATCTGGCTACTTGGTCTC 24 hsa-miR-222 0 gCTC 0 18TG NA NA 11 37 6 78 NA NA 0
AGCTACATCTGGCTCCTGGGTCTC 24 hsa-miR-222 0 ¢gCTC 0 15CA NA NA 3 NA NA 73 NA NA 0
AGCTACATCTTGCTACTGGGTCTC 24 hsa-miR-222 0 gCTC 0 11TG  NA NA 3 11 NA 47 NA NA 0
AGCTACCTCTGGCTACTGGGTCTC 24 hsa-miR-222 0 gCTC 0 7CA NA NA 3 NA 3 NA NA NA 0
CGCTACATCTGGCTACTGGGTCT 23 hsa-miR-222 0 qCT 0 1CA NA NA 11 NA 4 NA NA NA 0
CGCTACATCTGGCTACTGGGTCTC 24 hsa-miR-222 0 gCTC 0 1CA NA NA 15 NA 15 48 NA NA 0
AGCTACATCTGGCTACTGGGTA 22 hsa-miR-222 0 0 qA 0 NA NA NA 10 NA 59 NA NA NA
AGCTACATCTGGCTACTGGGTAA 23 hsa-miR-222 0 0 gAA 0 NA NA NA 15 NA 45 NA NA NA
AGCTACATCTGGCTACTGGGTAT 23 hsa-miR-222 0 0 gAT 0 NA NA NA 29 NA 62 NA NA NA
AGCTACATCTGGCTACTGGGTT 22 hsa-miR-222 0 0 qT 0 NA NA NA 34 NA 51 NA NA NA
AGCTACATCTGTCTACTGGGTCT 23 hsa-miR-222 0 qCT 0 12TG  NA NA NA 24 3 NA NA NA NA
AGCTACATCTTGCTACTGGGTCT 23 hsa-miR-222 0 qCT 0 11TG  NA NA NA 16 NA NA NA NA NA
AGCTACATTTGGCTACTGGGTCT 23 hsa-miR-222 0 qCT 0 9TC NA NA NA 14 NA NA NA NA NA
AGCTACATTTGGCTACTGGGTCTC 24 hsa-miR-222 0 gCTC 0 9TC NA NA NA 10 6 NA NA NA NA
AGCTACATCTGGCTACTGTGTCTT 24 hsa-miR-222 0 qCT qT  19TG NA NA NA NA 3 NA NA NA NA
AGCTACATCTGGCTATTGGGTCT 23 hsa-miR-222 0 qCT 0 16TC NA NA NA NA 5 NA NA NA NA
AGCTACATCTGGTTACTGGGTTT 23 hsa-miR-222 0 0 qTT 13TC NA NA NA NA 3 NA NA NA NA
AGCTATATCTGGCTACTGGGTCTC 24 hsa-miR-222 0 gCTC 0 6TC NA NA NA NA 3 NA NA NA NA
AGCTACATCTGGCTCCTGGGTCT 23 hsa-miR-222 0 qCT 0 15CA NA NA NA NA NA 44 NA NA NA
CTAGCACCATCTGAAATCGGT 21 hsa-miR-29a qC tTA 0 0 3 NA NA NA NA NA 0 NA NA
CTAGCACCATCTGAAATCGGTT 22 hsa-miR-29a qC tA 0 0 43 11 7 758 11 341 0 0 0
CTAGCACCATCTGAAATCGGTTA 23 hsa-miR-29a qC 0 0 0 60 7 13 2106 60 1297 0 0 0
CTAGCACCATCTGAAATCGGTTT 23 hsa-miR-29a qC tA qT 0 10 2 3 303 10 182 0 0 0
CTAGCACCATCTGAAATCGTTTA 23 hsa-miR-29a qC 0 0 19TG 5 NA NA NA NA NA 0 NA NA
GCACCATCTGAAATCGGTTA 20 hsa-miR-29a (TA 0 0 0 3 NA NA NA NA NA 0 NA NA
TAGCAACATCTGAAATCGGTTA 22 hsa-miR-29a 0 0 0 BAC 3 NA NA NA NA 172 0 NA NA
TAGCACAATCTGAAATCGGTTA 22 hsa-miR-29a 0 0 0 7AC 6 6 7 NA 12 308 1 1 1
TAGCACCAGCTGAAATCGGTTA 22 hsa-miR-29a 0 0 0 9GT 5 NA NA 56 5 NA 0 NA NA
TAGCACCATCGGAAATCGGTTA 22 hsa-miR-29a 0 0 0 11GT 20 8 14 235 31 288 0 0 0
TAGCACCATCTGAAATCGG 19 hsa-miR-29a 0 tTTA 0 0 4 2 2 179 NA 174 0 0 0
TAGCACCATCTGAAATCGGCTA 22 hsa-miR-29a 0 0 0 20CT 5 NA NA 86 NA NA 0 NA NA
TAGCACCATCTGAAATCGGGT 21 hsa-miR-29a 0 tA 0 20GT 4 NA NA NA NA NA 0 NA NA
TAGCACCATCTGAAATCGGGTA 22 hsa-miR-29a 0 0 0 20GT 62 7 18 410 36 433 0 0 0
TAGCACCATCTGAAATCGGT 20 hsa-miR-29a 0 tTA 0 0 10 3 NA 199 4 181 0 0 NA
TAGCACCATCTGAAATCGGTT 21 hsa-miR-29a 0 tA 0 0 192 27 32 2399 82 2133 0 0 0
TAGCACCATCTGAAATCGGTTA 22 hsa-miR-29a 0 0 0 0 2734 783 688 60713 3519 66383 0 0 0
TAGCACCATCTGAAATCGGTTAA 23 hsa-miR-29a 0 0 qA 0 32 15 3 696 16 563 0 0 0
TAGCACCATCTGAAATCGGTTAT 23 hsa-miR-29a 0 qT 0 0 22 6 6 590 11 386 0 0 0
TAGCACCATCTGAAATCGGTTT 22 hsa-miR-29a 0 tA qT 0 30 12 6 494 15 669 0 0 0
TAGCACCATCTGAAATCGTTTA 22 hsa-miR-29a 0 0 0 19TG 37 3 NA 547 NA 327 0 0 NA
TAGCACCATCTGAAATCTGTTA 22 hsa-miR-29a 0 0 0 18TG 32 NA NA 355 NA 189 0 NA NA
TAGCACCATCTGAACTCGGTTA 22 hsa-miR-29a 0 0 0 15CA 4 NA 5 NA 13 674 0 NA 0
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TAGCACCATCTGACATCGGTTA
TAGCACCATCTGATATCGGTTA
TAGCACCATCTGTAATCGGTTA
TAGCACCATCTTAAATCGGTTA
TAGCACTATCTGAAATCGGTTA
TAGCATCATCTGAAATCGGTTA

TAGCAGCATCTGAAATCGGTTA
TAGGACCATCTGAAATCGGTTA
TCGCACCATCTGAAATCGGTTA
CAGCACCATCTGAAATCGGTTA
CGAGCACCATCTGAAATCGGTTA
CTAGCACCATCGGAAATCGGTTA

TAGCACGATCTGAAATCGGTTA
TGGCACCATCTGAAATCGGTTA
AGCACCATCTGAAATCGGTTA

TAGCATCATTTGAAATCAGTGTT
TCGCACCATTTGAAATCAGTGTT

TAGCACTATTTGAAATCAGTGTT
TAGCAGCATTTGAAATCAGTGTT

TAGAACCATTTGAAATCAGTGTT
TAGCAACATTTGAAATCAGTGTT

TAGTACCATTTGAAATCAGTGTT
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