count number

reference Total of Total counts

sample miRNA locus . 5'-isomiR 3'-isomir substitution 3'-addition counts in each
miRNA annotating to sample

C1l miR-29-b 148 0 25 7 3 183 4180443
c2 miR-29-b 53 0 6 2 0 61 7576291
C3 miR-29-b 94 0 5 7 0 106 8403655
EGF1 miR-29-b 929 4 146 58 22 1159 4460021
EGF2 miR-29-b 411 0 54 25 8 498 7156090
EGF3 miR-29-b 2081 21 367 279 48 2796 6024190
C1 miR-29-a 2736 129 325 179 80 3449 4180443
c2 miR-29-a 783 20 65 47 31 946 7576291
C3 miR-29-a 688 29 58 98 12 885 8403655
EGF1 miR-29-a 60889 3743 5926 4087 2293 76938 4460021
EGF2 miR-29-a 3519 84 155 245 62 4065 7156090
EGF3 miR-29-a 66396 2465 5703 6744 2886 84194 6024190
Cil miR-222 24 0 200 13 16 253 4180443
c2 miR-222 40 2 658 62 121 883 7576291
C3 miR-222 74 0 1044 186 173 1477 8403655
EGF1 miR-222 1883 22 8784 1182 1658 13529 4460021
EGF2 miR-222 1080 0 2077 231 259 3647 7156090
EGF3 miR-222 1246 91 21306 2818 3321 28782 6024190
Cil miR-221 120 0 200 40 61 421 4180443
c2 miR-221 786 4 1404 272 437 2903 7576291
C3 miR-221 1090 0 1838 610 553 4091 8403655
EGF1 miR-221 6717 21 9653 2726 2925 22042 4460021
EGF2 miR-221 3327 2 4451 929 1111 9820 7156090
EGF3 miR-221 29982 486 53822 12965 12080 109335 6024190
C1l miR-132 4 0 0 0 0 4 4180443
c2 miR-132 0 0 0 0 0 0 7576291
C3 miR-132 0 0 0 0 0 0 8403655
EGF1 miR-132 49 24 0 2 0 75 4460021
EGF2 miR-132 0 0 0 0 84 84 7156090
EGF3 miR-132 68 129 9 18 0 224 6024190
Cl1l miR-21 7510 207 24673 2787 302 35479 4180443
c2 miR-21 3392 168 13237 1613 3499 21909 7576291
C3 miR-21 3436 240 17679 2857 2584 26796 8403655
EGF1 miR-21 55184 2541 282898 26565 3860 371048 4460021
EGF2 miR-21 7461 450 57125 5235 50711 120982 7156090
EGF3 miR-21 47105 4103 253493 31004 9100 344805 6024190




Normalized frequencies (Per milion)

%o, considering 100 the total of normalized sequences annotating to a I«

Normalized

rer;ei:giln:e 5'-isomiR 3'-isomir substitution 3'-addition COU“_tS re:]eiI;eNn:e 5'-isomiR 3'-isomir substitution 3'-addition
annotating to
35.40294653 0 5.980227454 1.674463687 0.717627295 43.77526497 80.9 0.0 13.7 3.8 1.6
6.995507432 0 0.791944238 0.263981413 0 8.051433082 86.9 0.0 9.8 3.3 0.0
11.18560912 0 0.594979208 0.832970892 0 12.61355922 88.7 0.0 4.7 6.6 0.0
208.2949834 0.896856764 32.73527187 13.00442307 4.9327122 259.8642473 80.2 0.3 12.6 5.0 1.9
57.43359852 0 7.546020243 3.49352789 1.117928925 69.59107557 82.5 0.0 10.8 5.0 1.6
345.4406319 3.485945828 60.92105329 46.31328029 7.967876179 464.1287874 74.4 0.8 13.1 10.0 1.7
654.4760926 30.85797366 77.74295691 42.81842857 19.13672785 825.0321796 79.3 3.7 9.4 5.2 2.3
103.348723 2.639814125 8.579395908 6.203563195 4.091711894 124.8632081 82.8 2.1 6.9 5.0 3.3
81.86913908 3.450879409 6.901758818 11.66159249 1.4279501 105.3113199 77.7 3.3 6.6 11.1 1.4
13652.17787 839.2337166 1328.693295 916.3633983 514.1231398 17250.59142 79.1 4.9 7.7 5.3 3.0
491.7489858 11.73825371 21.65987292 34.23657332 8.663949168 568.047635 86.6 2.1 3.8 6.0 1.5
11021.56472 409.1836413 946.6832885 1119.486603 479.0685553 13975.98681 78.9 2.9 6.8 8.0 3.4
5.741018356 0 47.84181963 3.109718276 3.827345571 60.51990184 9.5 0.0 79.1 5.1 6.3
5.279628251 0.263981413 86.84988473 8.183423789 15.97087546 116.5477936 4.5 0.2 74.5 7.0 13.7
8.805692285 0 124.2316587 22.13322655 20.58628061 175.7568582 5.0 0.0 70.7 12.6 11.7
422.1953215 4.9327122 1969.497453 265.0211737 371.7471285 3033.393789 13.9 0.2 64.9 8.7 12.3
150.9204049 0 290.2422971 32.28019771 36.19294894 509.6358486 29.6 0.0 57.0 6.3 7.1
206.8327858 15.10576526 3536.741039 467.7807307 551.2774331 A4777.737754 4.3 0.3 74.0 9.8 11.5
28.70509178 0 47.84181963 9.568363927 14.59175499 100.7070303 28.5 0.0 47.5 9.5 14.5
103.7446951 0.527962825 185.3149516 35.90147211 57.67993864 383.1690203 27.1 0.1 48.4 9.4 15.1
129.7054674 0 218.714357 72.58746343 65.80470045 486.8119884 26.6 0.0 44.9 14.9 13.5
1506.04672 4.708498009 2164.339585 611.2078844 655.8265084 4942.129196 30.5 0.1 43.8 12.4 13.3
464.9186916 0.279482231 621.9877056 129.8194964 155.2523794 1372.257755 33.9 0.0 45.3 9.5 11.3
4976.934658 80.67474631 8934.313161 2152.156555 2005.248838 18149.32796 27.4 0.4 49.2 11.9 11.0
0.956836393 0 0 0 0 0.956836393 100.0 0.0 0.0 0.0 0.0
0 0 0 0 0 0 #iDIV/0! #iDIV/0! #iDIV/0! #iDIV/0! #iDIV/0!
0 0 0 0 0 0 #iDIV/0! #iDIV/0! #iDIV/0! #iDIV/0! #iDIV/0!
10.98649536 5.381140582 0 0.448428382 0 16.81606432 65.3 32.0 0.0 2.7 0.0
0 0 0 0 11.73825371 11.73825371 0.0 0.0 0.0 0.0 100.0
11.28782459 21.41366723 1.493976784 2.987953567 0 37.18342217 30.4 57.6 4.0 8.0 0.0
1796.460327 49.51628332 5902.006079 666.6757566 72.24114765 8486.899594 21.2 0.6 69.5 7.9 0.9
447.7124757 22.17443865 1747.160979 212.9010092 461.8354812 2891.784384 15.5 0.8 60.4 7.4 16.0
408.869712 28.55900201 2103.727485 339.9711197 307.4852549 3188.612574 12.8 0.9 66.0 10.7 9.6
12373.03591 569.7282591 63429.74618 5956.249982 865.466777 83194.22711 14.9 0.7 76.2 7.2 1.0
1042.608464 62.88350202 7982.711229 731.5447402 7086.411714 16906.15965 6.2 0.4 47.2 4.3 41.9
7819.308488 681.0874159 42079.18409 5146.584022 1510.576526 57236.74054 13.7 1.2 73.5 9.0 2.6




EGF

EGF

EGF

EGF

EGF

AVERAGE STDEVP
refe_rence 5'-isomiR 3'-isomir substitution 3'-addition refe_rence 5'-isomiR 3'-isomir substitution 3'-addition
mMiRNA mMiRNA
miR-29b 85.5 0.0 9.4 4.6 0.5 4.087921379 0O 4.487682882 1.783050738 0.946475851
miR-29b 79.0 0.4 12.2 6.7 1.7 4.165191916 0.375946715 1.194780185 2.867330639 0.147319496
miR-29a 79.9 3.0 7.6 7.1 2.3 2.571103306 0.837711311 1.573028453 3.462611704 0.960513334
miR-29a 81.5 3.3 6.1 6.4 2.6 4.371466733 1.433319646 2.031173453 1.397781866 0.994768799
miR-222 6.3 0.1 74.8 8.3 10.6 2.733394592 0.130770163 4.188629353 3.876471405 3.817789449
miR-222 16.0 0.2 65.3 8.3 10.3 12.76443086 0.158106535 8.543398468 1.771745187 2.791537253
miR-221 27.4 0.0 46.9 11.3 14.4 0.973338593 0.079552224 1.788267393 3.161894874 0.776926224
miR-221 30.6 0.2 46.1 11.2 11.9 3.230470168 0.226372914 2.80124323 1.552382185 1.21333823
miR-21 16.5 0.7 65.3 8.6 8.8 4.262772051 0.156897442 4.598320092 1.779938845 7.593105794
_miR-21 11.6 0.7 65.7 6.8 15.2 4.715508991 0.412744818 16.0290343 2.350128659 23.15193719
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