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Figure S3. Conserved sequences associated with ltrA in ‘Ca. Phytoplasma australiense’. Yellow colouring indicates exact nucleotide match and 

blue colouring is greatest consensus match. (A) Graphical representation of the 5′ Untranslated Region (UTR) (607 bp), Open Reading Frame 

(1746 bp) and 3’ UTR (143 bp) of SLY; (B) line-up of the approximately the 5′ most 90 bp of the 5′ UTR showing the boundary of the 

conserved sequence; (C) alignment of c. 150 bp of the 3′ UTR. Lowest sequence of the alignment represents the 3′ end of the ltrA ORF. 
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