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Additional file 10. Expression profiles of tomato HWAs. Heatmap of RNA-seq expression data from root, leaf, bud, flower,
1em_fruit, 2cm_fruit, 3cm_fruit, mature green fruit (MG), berry at breaker stage (B) and berry ten days after breaking (B10).
HDMAs with low, middle and high expression values are reported in A, B and C, respectively. The expression values are

JMJs

measured as reads per kilobase of exon model per million mapped reads (RPKM).




