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Additional file 5. Synteny analysis of BrIPT genes in ±100kb region with score greater than 1000. Synteny analysis revealed evidence of the segmental duplications among BrIPT genes. Synteny analysis of Bra036719 (BrIPT2-1) and Bra040677 (BrIPT2-2) were omitted owing to unknown scaffold location of Bra040677.
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