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	Function
	Fold change
	p-value

	PPA0114+
	hypothetical protein
	+201.4
	0.00E+00

	PPA0115
	potassium-transporting ATPase subunit A
	+242.3
	0.00E+00

	PPA0116
	potassium-transporting ATPase subunit B
	+224
	0.00E+00

	PPA0117
	potassium-transporting ATPase subunit C
	+69.1
	3.27E-06

	PPA0118
	two-component sensor, KdpD
	+19.5
	1.74E-05

	PPA0119
	two-component response regulator, KdpE
	+33.9
	7.62E-06

	PPA0120
	hypothetical protein
	+5.9
	4.35E-05

	PPA0476
	glucosamine-6-phosphate isomerase
	+4.6
	1.28E-04

	PPA0667
	hypothetical protein
	+2.5
	7.12E-04

	PPA1091
	hypothetical membrane associated protein
	+3.1
	3.37E-04

	PPA1092
	protein with Sua5/YciO/YrdC domain
	+2.8
	7.18E-04

	PPA1093
	5`-methylthioadenosine/S-adenosylhomocysteine nuclosidase
	+2.4
	1.56E-03

	PPA1105
	phosphoglucomutase
	+2.1
	4.80E-03

	PPA1224
	putative glycerophosphoryl diester phosphodiesterase
	+2.9
	3.40E-04

	PPA1287
	non-ribosomal peptide synthetase
	+2.9
	5.59E-04

	PPA1288
	surfactin synthetase subunit 1
	+3.4
	3.03E-04

	PPA1289
	cysteine synthase/ornithine cyclodeaminase
	+3.6
	3.48E-04

	PPA1290
	cystathionine beta-synthase
	+4.1
	9.36E-05

	PPA1676
	ferrous iron transport protein A
	+3.8
	1.18E-04

	PPA1677
	ferrous iron transport protein B
	+3.8
	1.55E-04

	PPA1758
	outer membrane lipoprotein
	+5.9
	6.97E-05

	PPA1759
	ABC transporter ATP-binding protein
	+5.0
	3.37E-04

	PPA1760
	ABC transporter associated permease
	+3.8
	1.50E-03

	PPA2286
	phosphoglucomutase/phosphomannomutase
	+2.9
	6.12E-04

	PPA2268
	alanine dehydrogenase
	+1.6
	4.13E-02

	PPA0012
	L-lactate dehydrogenase
	-2.3
	3.45E-03

	PPA0557
	sodium- and chloride-dependent transporter
	-3.8
	1.09E-05

	PPA0964
	transcriptional regulator
	-2.9
	3.59E-04

	PPA1476
	glycine betaine transport system permease protein
	-2.1
	6.85E-03

	PPA1807
	hypothetical protein
	-4.2
	6.53E-06

	PPA2152
	putative peptide transport system secreted peptide-binding protein
	-3.0
	7.40E-04

	PPA2175
	rare lipoprotein A (RlpA) family protein
	-4.1
	8.71E-05



