
A B

C D

0

2

4

6

8

10

12

14

16

60 70 80 90 100 110 120 130 140 150 160 170 180 190 200

P
e

rc
e

n
ta

g
e

 (
%

)

intron size

retained introns

all introns in intron-retained genes

all introns

0 

10 

20 

30 

40 

50 

60 

C
3
H

N
F

-Y
A

H
B

-o
th

e
r

tr
ih

e
lix

A
P

2

M
IK

C

A
R

F

b
Z

IP

M
Y

B
-r

e
la

te
d

W
R

K
Y

G
2
-l
ik

e

T
o
ta

l 
T

F
s

T
o
ta

l 
g
e
n
e
sR

a
ti
o
(%

) 
o
f 

A
S

 g
e

n
e

s
/i
n

tr
o

n
-c

o
n

ta
in

in
g

e
x
p
re

s
s
e
d
 g

e
n
e
s

0

5

10

15

20

25

30

35

40

45

1 2 3 4 5 6

J
u

n
c
ti
o
n
s
 (

%
)

Number of tissues

annotated exon-exon splice junctions

novel splice junctions


