A Distance to 5' sense B Distance to 5' anti-sense
—_ =
=
= =
o | —
=
e T e 1
= 7 2 5
L o o =
= =
g B g -
i | = i
o - o o
[ I I I I 1 [ I I I I ]
0 1000 ZO0o 3000 4000 5000 0 1000 2000 3000 4000 S000
Distance to 5" (nt) Distance to &' (nt)
C Distance to 3' sense D Distance to 3' anti-sense
=
= =
= T e
— L2
o = =
g g2- 2 21
w 5] w —
= =
o [=n
L - @
o o =2 |
= L
o
[N ]
o - HHA ol br e Chall a0 o o o - 18 i ] B | Ll heeefTH [
[ I I I I 1 [ I I I I ]
0 1000 2000 3000 4000 5000 ] 1000 2000 3000 4000 5000

Distance to 3' (nt) Distance to 3' (nt)

Additional file 4. mRNA reads that unambigoulsly match intergenic
regions are located near 5’ and 3’ of annotated genes.

Reads from our poly-A+ libraries were aligned to the Arabidopsis genome.
Those reads that unambiguously matched intergenic genomic regions were
analyzed to determine their location relative to near annotated genes. We show
reads located from 0 to 5,000 nt from the 5" and 3’ of annotated genes. These
reads are either sense (panels A and C) or antisense (panels B and D) to the

respective genes.



