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Figure S1
Tiling path of BAC clones spanning 713 kb of CM3.5_scaffold00003, and comprising the melon genes 
MELO3C004287-MELO3C004347. Genes are represented by colored circles. The same color is used for
all genes sharing the same biological function. Gene IDs in red represent PAV genes.  The source of BAC
clones and BAC-end sequences can be found in [45]. Figure drawn to scale. 
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