Additional file 8. Summary of functionally conserved motifs identified from the AP2/ERF genes in castor bean.
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Motif 9

Name
29706.m001286 AP2
30170.m013669 AP2
29929.m004537 AP2Z
30114.m000507 AP2Z
28976.m000163 AP2
27482.m000151 AP2
30069.m000440 APZ
30006.m000282 Ap2

29822.m003477 Ap2
30131.m006896 AP2

(Motif 11
Name

29929.m004537  AP2
29706.m001286  AP2
29763 m000186  AP2
28976.m000163  Ap2
28752.m000339  AP2
29736.m002029  AP2
30069.m000440  AP2
29169.m000017  AP2
27482.m000151  AP2
29822.m003477  AP2
29805.m001494  AP2
30006.m000282 APZ
29923.m000827 AP2
30131.m006896 AP2
30114.m000507 _AP2

p-value
1.83e-26
2.03e-26
3.82e-26
7.25e-26
1.99e-25
2.95e-25
1.82e-22
3.480-22
5.06e-20
1.70e-18

p-value

1.56e-18 TTNFPISNYE KELEEMK MTRQEYV ASLRRKSSGF
5.82¢-18 HINFPLSTYE KELEEMK MTRQEFV ANLRRKSSGF
S5.82e-18 TTNFPISNYE KELEEMK MTRQEFV ASLRRKSSGF
7.95e-17 HINFPLENYQ QELEEMKNMTRQEYV AHLRRKSSGF
2.85e-16 DINFNLGDYD EDLKQMKNLTKEEFV HILRRHSTGE
9.91e-16 FTNFPVADYE KEIDMMKNVTKEEYL ATLRRRSSGE
2.46e-15 TLNFPIETYP KELEEMQKMSKEEYL ASLRRQSSGF
7.05e-15 DINFSIEDYE EDLKQMSNLTKEEFV HVLRRQSTGF
9.54e-15 FNYSSVTNYT KELDEMKYVSKQEFI ASLRRKSSGF
156e-14 FTNFPISDYE KEIEIMQTVTKEEYL ASLRRKSSGE
2.77e-14 DINFNVSDYD EDIKQMSNFTKEEFV HILRRQSTGE
33%-14 LINFPVTDYS RDLEEMQNVSREEYL ASLRRKSSGF
4.01e-14 DINFTLSDYE EDMKQMKNLGKEEFV HILRRQSNGF
5.20e-14 ILNFPLSTYE EELKEMEGQSKEEYI GSLRRKSSGF
2.09e-12 ILNFPLSTYE NELREMEGQSREEYI GSLRRKSSGE

sites
GVTRHRWTGR YEA LWDNSCRKEGQTRKGRQ GGYDKEEKAA
GVTRHRWTGR YEA LWDNSCKKEGQTRKGRQ GWSGGYDMEE
GVTRHRWTGR YEA LWDNSCRREGQTRKGRQ GGYDKEEKAA
KVIRHRWTGR YEA LWDKNCWNESQNKKGRQ GAYDEEEAAA
GVTRHRWTGR YEA LWDNSCKKEGQSRKGRQ GGYDMEEKAA
GVTRHRWTGR YEA LWDNSCRREGQARKGRQ GALFFLFSPS
GVTRHRWTGR FEA LWDKSSWNNIQNKKGRQ GAYDNEEAAA
GVTRHRWTGR YEA' LWDKSTWNQNQNKKGKQ GAYDDEEAAA
GVSRHRWTGR FEA LWDKLSWNVTQKKKGKQ GAYDEEESAA
KAKRTRKTVP RDXXLWDKNCWNESQNKKGRQ VYLGAYDDEE

Sites.

B
Motif 13
Name p-value sites

29650.m000279 RAV 5.91e-60 GAPSVLDDIE LVFYDRLMKCWKFRYCYWRSSQSFVFTRGWNREFVKEKNLKEKDIITFYAC ASPDNRVQEG
28008.m000029 RAV 1.16e-57 IGGNKANDGQ LAFYDKAMKLWKFRYCYWKSSQSYVFTRGWNRFVKEKQLKANDTIAICLC ECRENAELTD
28192.m000250 RAV 5.79e-48 ENGNNNKSID LIFYDK CR"WTFRYSYWKSTQTYVFTKGWR FLKMNDLRTKDSVFFYKC EYQGKTGGRV
29738.m001050 RAV 250e-47 SGSNSTKGVL LNFEDITGKVWRFRYSYWNSSQSYVLTKGWSRFVKEKNLKAGDIVRFLKS TGPDKQLYID

Motif 18

Name p-value sites
29650.m000279 RAV  6.98e-45 VPGSDHGQFS CIQLFQKELT SDVGKLNRLVI:KKFAVKYF YISG NGEEEGEEEE
28008.m000029 RAV 3.17e-39 TKTQRNRSLM CKELFQKELT" SDVGKLNRLVI KRFAIKFFS ISE SVEQNIGGNK
29738.m001050 RAV 2.59e-3¢ SGSERIIMKA REQLFEKAVT SDVGKLNRLVI®KQ AEK F~LQSG SNSTKGVLLN
28192.m000250 RAV 1.17e-28 REFAYEQGIT YRMLFRKELTQTDVT IKGF I~KD AIEYF" LVG ANSGIGHENG

C

Motif 10
Name p-value sites

29912.m005463 A4
28353.m000054 A4
29092.m000462 A1
30146.m003535 A4
30174.m008790 A4
29794.m003381 A4
29742.m001400 A1
27805.m000021 Al
30190.m011120 A4
30147.m014311 A1
60638.m00016 A+
28118.m000034 Al
30190.m011119 A4
29092.m000466 A+
30190.m011121 Al
29739.m003647  AS
29739.m003716  AS

1.62e-20 [TLNFHELAGT [L™R |ASNS" HDVQAAAAKAASMDFNIGNDD
1.82e-20 HLNFHDLAHE SASPKDIQMmECKEGHES
2.36e-20 [ELNFHNSAAS L V- ASAS”RDIQ. SAAAAIGAARDAL
5.19e-20 [ILNFHQLIDS [LT

2.79e-19 [YLNFHELALG [L-R*|ATKA”KDIQVAAAKAATAVNFLEKTQ
3.13e-19 [ILNFHELADS [L"R*|ASLA”RDVQIAAAKAAQMDTEFDKKIT
6.62e-18 PLNFHDEVED |LI R |[STCTARDIQAAAAQAAHSMIAVKSSN

9.75e-18 [HLNFHELVDS [L-R-|ASSSAEDVQMAAQEAAVRFRRP IKCS
6.22e-17 CLNFADSAWR LEVEVS'!'DPX! EAAELFRPQEFGG
8.12e-17 [ALNFHESILS YrIF ISTSATDIRAAAASAAAARQPNQETV

3.22e-16 SLNYLDSAWI [L-RJKSSS"EDIKRAALEAAEAFKPSSTDL
4.88e-16 KLNFEHLVHD L:N-AS°NADDIRMAA EAALRLRSLPIPE
5.30e-16 CLNFSDSAWR L© I~ SSTSAREIRRIAAEAAESFRPQEFGC
1.78e-15 ESVHL L-QARSTSIKDIQYAALEAADQSVSGGGGG
6.63e-15 [[LNFHGSVGS ¥© V- ASSSSTDIRNAATAAAAFKRNEMNSQ
193¢-13 RFNFPDNPPD IAGGESLSSQEIQVAAARFANETRSITATP
2.70e-13 KFNFPDDPPN IAGGRSLS®SEIQAAAARFAKSEHPKSVQS
[THEYQAKS|LNFP LPRP DIIVIQAA  LAAA

SLM-RDIQVAAAKAASMVEFDSSSS

DIR[RAJAA

D

[Motif 16

Name
29603.m000509 83
29584.m000237 B3
29680.m001678 B3
29584.m000234 B3
29584.m000235 B3
29895.m000321 B3
29603.m000510 B3
29900.m001561 B3

p-value
4.42e-19
5.09e-19
8.55e-19
4.73e-18
s5.27e-18
1.20e-17
2.15e-17
8.35e-13

Sites [©
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