
 

0

0,5

1

1,5

2

2,5

3

3,5
P

o
ly

m
o

rp
h

is
m

 r
at

e
 (

SN
P

 /
 k

b
)

intergenic

intron

CDS

 
 
Figure 3 :  Distribution of the polymorphism rate () in intergenic regions, introns and coding 
sequences (CDS) in the four cherry type  accessions (Cervil, Plovdiv, LA 1420 and Criollo) 
and four large fruited lines (Stupicke, Ferum, Levovil and LA 0147) 


