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	Gene family
	T. urticae 
accession number*
	Regulation
	Absolute
Fold change
	Corrected
p-value
	Gene name

	GST
	tetur26g01490
	up
	2.24
	0.017
	TuGSTd11:Glutathione S-transferase, class delta (glutathione S-transferase D1)

	GST
	tetur05g05190
	down
	5.20
	0.006
	TuGSTm03:Glutathione S-transferase, class mu (glutathione S-transferase)

	GST
	tetur05g05220
	down
	2.90
	0.010
	TuGSTm06:Glutathione S-transferase, class mu  (glutathione S-transferase)

	GST
	tetur05g05180
	down
	2.88
	0.006
	TuGSTm02:Glutathione S-transferase, class mu (glutathione S-transferase)

	GST
	tetur01g02480
	down
	2.40
	0.005
	TuGSTd03:Glutathione S-transferase, class delta  (glutathione S-transferase)

	GST
	tetur05g05260
	down
	2.18
	0.023
	TuGSTm09:Glutathione S-transferase, class mu  (glutathione S-transferase)

	GST
	tetur01g02320
	down
	2.16
	0.004
	TuGSTo01:Glutathione S-transferase, class omega  (glutathione-S-transferase)

	GST
	tetur01g02500
	down
	2.09
	0.004
	TuGSTd04:Glutathione S-transferase, class delta (glutathione S-transferase)

	GST
	tetur05g05240
	down
	2.05
	0.022
	TuGSTm07:Glutathione S-transferase, class mu (glutathione S-transferase)


* T . urticae accession numbers and their corresponding gene sequences can be found at the ORCAE database (http://bioinformatics.psb.ugent.be/orcae/overview/Tetur)

