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Additional file 6. Relationship between the number of detected genes and sequencing volume (total tag number). All figures show a trend of saturation. Once sequencing reaches 4 million reads, the number of detected genes almost ceases to increase. Abbreviations: FS1, fruit stage 1; FS2, fruit stage 2; FS3, fruit stage 3; FS4, fruit stage 4; FS5, fruit stage 5.
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