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A Evaluation of MeDiChISeq and MACS identified sites under less stringent summit overlap conditions; 
i.e. compare outlayer populations from (A) in the context of the base of the identified peaks. 
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Additional file 7. Evaluation of MeDiChISeq-specific sites retrieved in the CTCF meta data (80% total mapped read 
subset). (A) MeDiChISeq retrieved most of the sites annotated by MACS plus additional 15,000 specific sites. (B) When more 
relaxed conditions are used for assessing peak overlaps (i.e., base peak overlaps) 4,470 (MeDiChISeq-specific for stringent 
conditions) + 406 (MACS-specific for stringent conditions) additional overlapping MACS-MeDiChISeq sites were identified. The 
remaining 10,744 MeDiChISeq-specific sites are illustrated in the context of their intensity and confidence (left panel) to show that 
they present significant binding site characteristics (only 175 sites with confidence levels below 25 [light blue area]) comparable to 
that observed for the overlapping sites (middle and right panel). (C) 4,291 MeDiChISeq-specific sites out of 10,569 present a 
CTCF motif ( CentriMo: p-value: 4.4x10-1085; see Figure 4). Some of these sites are also identified by PeakRanger and/or 
BayesPeak supporting the fact that several sites which are not retrieved by MACS correspond to real binding events.


