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ion channel

ion channel

siroheme synthase, putative

DNA binding protein SART-1
acetyl-hydrolase

siroheme synthase

siroheme synthase

amino acid permease, putative

translocation elongation factor

short-chain dehydrogenase, putative
mitochondrial molecular chaperone (Atpl12)
Paal_thioesterase family protein, putative
Paal_thioesterase family protein, putative
beta-glucosidase, putative

nitrite reductase

nitrite reductase

30 kDa heat shock protein

30 kDa heat shock protein

transposable element tcl transposase, putative
mitochondrial carrier protein, putative
mitochondrial carrier protein, putative
phospholipase, patatin family protein
phospholipase, patatin family protein

WD domain, G-beta repeat containing protein
aspartic-type endopeptidase (OpsB), putative

enoyl-acyl-carrier-proteinreductase 1, mitochondrial precursor

NEDDS8 conjugating enzyme (UbcL)

eukaryotic translation initiation factor 3

glycosyl transferase family 17 protein

methionine aminopeptidase, type Il, putative
siroheme synthase, N-terminal domain containing protein
siroheme synthase, N-terminal domain containing protein
translation initiation factor IF-2
cation-transporting ATPase

30 kDa heat shock protein

cation-transporting ATPase

DNA-directed RNA polymerase

karyopherin

karyopherin

nuclear pore complex subunit Nup192, putative
Swrlp complex component

Swrlp complex component

riboflavin aldehyde-forming enzyme

MIPC synthase subunit (SurA), putative

YagE family protein

Cytochrome P450 family protein

Cytochrome P450 family protein

DDHD domain protein

sugar transporter, putative

sugar transporter, putative

MIPC synthase subunit (SurA), putative
UDP-glucose 4-epimerase

alcohol dehydrogenase

MFS monocarboxylate transporter, putative

CaaX farnesyltransferase alpha subunit

riboflavin aldehyde-forming enzyme

T-complex protein 1, gamma subunit

ribosomal small subunit assembly protein, putative
metacaspase

elongation factor G 2

glycosyl transferase family 17 protein

glycosyl transferase family 17 protein

camp independent regulatory protein

DNA-directed RNA polymerase Il subunit RPB9
serine-rich protein, putative

CaaX prenyl proteinase Rcel

FAD-dependent pyridine nucleotide-disulfide oxidoreductase
26S proteasome non-ATPase regulatory subunit 13
heat shock protein HSP98

heat shock protein Hsp98/Hsp104/CIpA, putative
heat shock protein Hsp98/Hsp104/CIpA, putative
heat shock protein Hsp98/Hsp104/CIpA, putative
hsp70

chaperonin

bZIP transcription factor HacA

heat shock protein 101

guanosine polyphosphate pyrophosphohydrolase/synthetase-like protein

Ferric reductase NAD binding domain containing protein
Hsp70 nucleotide exchange factor (Fesl), putative
mitochondrial intermembrane space protein Mia40
siroheme synthase

cytosolic probable CTT1-catalase T

ClpB chaperone, Hsp100 family

Hsc70

polyubiquitin

amino acid permease, putative

translation initiation regulator (Gcn20), putative
translation initiation regulator (Gcn20), putative
polyketide synthase, putative

kinase domain containing protein

kinase domain containing protein

alcohol dehydrogenase

mitochondrial molecular chaperone (Atpl12)



